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Let us assume that (growth rate constant) armds (maintenance coefficient) are
unknown and that we have data on substrate and biomass concentrations in the
reactor, the dilution rat® and the inlet substrate concentrati&p with sampling
periodT. We further assume that the yield coefficiéhis known. The parameter
vectoré therefore equals:

0= [“ ] (6.45)

Mms

By approximating the derivativdS/dtby a finite differenc€S1-S)/T (wherei
corresponds to the time instant i.T), we can rewrite the mass balance (6.44) as
follows:

1
S+1_S—TDiSn,i+TDiS=—VSXiT0€+xiTmS (6.46)

In other words, in the formalism of equation (6.3@)and¢; correspond to:

1
—<SXT
Y =Si1-S-TDSni+TDS , ¢i=| L7
XiT
In the simple case of a linear equation with unknown paramétdnsear regres-
sion can be applied, for instance a weighted least squares objective function:

3(9)=§;ﬂi (v (8) —w)°

The least squares estimator that minimises this criterion, can easily be deduced to

be:
-1 N

N
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As mentioned before, a possible choice for the weightare the inverses of the
varianceai2 of the measurement.

6.6.2 Nonlinear Parameter Estimation

Not all parameter estimation problems can be solved as easily as the problems in
which parameters appear linearly in the model. In some exceptional cases non-
linear parameters can be determined analytically by solving (a set of) nonlinear
equations. The problems, however, turn very quickly mathematically intractable
and one needs to try to find the minimum of a nonlinear objective function. Luck-
ily, finding the minimum of a multivariate functionis a common problem in many
research fields and the available expertise is substantial.

Overall, the purpose is to find as efficiently as possible valuéstbat make
J(®) minimal. However, typical for nonlinear functions is that the minimum can
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FiG. 6.13. Local and global minima in an objective function.

either be global (the lowest function value in the whole parameter space) or lo-
cal (the lowest function value in a finite neighbourhood), see Figure 6.13. Despite
extensive efforts, no perfect minimisation algorithm for nonlinear objective func-
tions exists (so far), and consequently, finding the global minimum for nonlinear
problems cannot be guaranteed [203]. Rather we must accept that additional ef-
forts will be needed and care should be taken to maximise the confidence that one
is not ending up with a bad local minimum of the objective function, i.e. end-
ing up with sub-optimal parameter estimates. Consequently, one of the important
characteristics of minimisation algorithms will clearly be their sensitivity to local
minima.

A helpful visualisation of a nonlinear objective function is a landscape with
hills and valleys. The minimisation algorithm should search for the lowest point
in this landscape, but can eventually end up in a local minimum instead of the
global minimum. Minimisation algorithms typically need a set of initial values
where they start from on their quest for the parameter set that gives the lbwest
A property of nonlinear function minimisation is that the minimum found by the
algorithm (global or local) can be influenced by the choice of the starting values for
the parameterg(0). Indeed, a search algorithm can get “stuck” in a local minimum
when it comes down one way, whereas it may never come near that local minimum
when it comes another way. For instance, in Figure 6.13 one could imagine getting
stuck in the local minimum when coming from the left, whereas one would end up
in the global minimum whe#f(0) was put on the right side of the figure.

The overall procedure of nonlinear parameter estimation is schematised in Fig-
ure 6.14. Initially, the model structure, of which we want to estimate certain se-
lected parameters, and the experimental data need to be specified. To start the
algorithm, first guesses of the parameters have to be given. The minimisation algo-
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FIG. 6.14. lllustration of parameter estimation routine (modified from [280]).

rithm will then request for model predictions corresponding to this first parameter
set. These model predictions are obtained by solving the set of model equations
and are passed on to the routine where the objective function is calculated by con-
fronting the predictions with the data. On the basis of rules that are different for
each minimisation algorithm either a new proposal for parameters is made and sent
to the model solver or, if certain criteria are met, the parameter values are passed
on to the user as best estimates. Stopping criteria may be that the maximum num-
ber of iterations is reached or that no improvement in objective function is found
in recent iterations.

It is important to note here that most calculation time needed to find the best
estimates is spent in the box “integration of model equations”. Therefore, any ap-
proach that can minimise the time spent in this box is very important. For instance,
one may aim for the fastest model solution methods. The main gain is, however,
obtained by selecting a minimisation algorithm that finds the minimum with the
smallest number of iterations through that box.

Schuetze [226] attempted to classify the different minimisation methods in two
main groups, local and global minimisation methods. However, he indicated that it
may not be possible at all to come up with a strict taxonomy since there are many
interrelations between the approaches. For example, most global search methods
include at some stage a local procedure in order to refine an approximation of a
solution which has been found by the global procedure.
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FiG. 6.15. Inefficient steepest decent search along valley.

6.6.3 Local Minimisation Algorithms Using Derivative Information

A wide range of minimisation procedures has been developed for locating a lo-
cal minimum, and many among them make use of information about the gradient
of the objective function with respect to the parameters to be estimated. This in-
formation is either assumed to be directly available or is computed by numerical
approximation.

Steepest descentThe basic idea of these gradient based methods is that, first, a
direction is sought in parameter space along which a minimisation of the objective
function is pursued. Once the direction is decided upon the step size with which
the parameters will be changed is to be determined.

For the steepest descent method, the path of steepest descent is followed as
long asJ decreases. When the minimum along this direction is reached, a new
steepest descent direction is searched for and the parameters are changed accord-
ing to this new direction. While, theoretically, the method will converge, it may
do so in practice with agonising slowness [80] after some rapid initial progress.

It happens particularly when the path of steepest descent zigzags slowly down a
narrow valley, each iteration bringing only a slight reductiod (see Figure 6.15).

Gauss-Newton method A well-known alternative, the Gauss-Newton method,
approximates the objective functidnlocally (around a parameter sgtreached
at a certain point in the minimisation procedure) by a Taylor series expansion:
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FIG. 6.16. Nevton method for parameter estimation by consecutive linearisations of the
objective function.

For this approximate linear objective function the minimum can be calculated
analytically, i.e. by setting the gradient #fto zero

93
we obtain that the parameter set minimising this approximation of the objective
function is found at:

biv1=0 — A '

Evidently, for a nonlinear problem the minimum obtained in this way is not the
true minimum (due to the Taylor series approximation) and the linearisation must
be carried out at this point again to make a move to the next minimum, eventually
ending in the true minimum. Figure 6.16 shows the procedure for a two-parameter
example. Note the nonlinear contour linel&nd consecutive linear approxima-
tions of J’ (ellipsoidal contour lines). The main drawback of the method is that
it may converge very slowly (or even diverge) and oscillate around the solution.
Our own experience is that the method is not very useful for the type of estimation
problems one is encountering in wastewater treatment modelling.

Moreover, the Newton method requires the evaluation of the second derivative
matrix A (Hessian) of the objective function at afyThis is analytically feasible in
case the objective function can be written explicitly, but this is often not the case.
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Rather,A will need to be approximated numerically, with all the corresponding
problems.

When we consider a weighted least squares problem, we can write the elements
[A] ki to be:

[Alk =
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In the Gauss modification of Newton’s method, the second term is neglected be-
cause the error [yy; (9)] multiplying the second derivative should be random and
can have either sign. Hence, they tend to cancel out when summed [@0&].
Therefore, we no longer need to evaluate the second derivatives and obtain for the
Gauss-Newton methods that

-1
bit1 =06 + (YeiYgTi> Yoi €i
in which Y0; is the matrix of output sensitivities to the parameters gnig the
vector of residuals for the parameter get

It is to be noted that some “fiddling” with th&matrix has no effect at all on
the final result of the minimisation but will only affect the downhill path that is
taken to get there. Indeed, the condition at the minimumkihstould be zero is
independent of howi is defined.

Levenberg-Marquardt. Probably the best-known modification (“fiddling”) of the
above two basic methods is the Levenberg-Marquardt algorithm [168] where a
compromise is sought between the above inverse Hessian and the steepest-descent
method. The idea of Marquardt can be explained briefly as follows. First, both
linearisation and steepest-descent methods are “asked” for their optimal direction
for a next parameter update step. The Marquardt algorithm then provides a method
for interpolating between these two directions and for obtaining a suitable step size
as well. We shall not go into any further detail here. This algorithm is good in the
sense that it almost always converges and does not slow down as the steepest-
descent method often does [80].

Quasi-Newton methods.The basic idea of the quasi-Newton or variable met-

ric methods [203] is to build up, iteratively, a good approximation to the inverse
Hessian matribA~1. Hence, the term “quasi” points to the fact that we only use
the current approximation of the inverse Hessian to move forward in the Newton
parameter update formula. As explained in Pretsal. [203] it is found that this
approximation often works better than the true Hessian, because it always guar-
antees in the beginning to move downhill, whereas this guarantee is not given
in the Newton method. Of course, close to the minimum the approximation con-
verges to the true Hessian and we can benefit from the quadratic convergence of
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Newton’s method. The two best known examples of quasi-Newton methods are
the BFGS (Broyden, Fletcher, Goldfarb and Shanno) and DFP (Davidon-Fletcher-
Powell) methods [87]. These algorithms only differ in details but it has generally
become recognised that, empirically, BFGS is superior to DFP. Vanrolleghem and
Keesman [264] reported, however, that while these methods converge very quickly,
they appear quite sensitive to local minima too.

6.6.4 Derivative-Free Local Minimisation Algorithms

In the parameter estimation problems we have discussed in this book on dynamic
models, the objective function is defined by a system of ordinary or partial differ-
ential equations that are mostly not linear in the system variables and parameters.
Consequently, the objective function is evaluated by numerical integration of the
dynamic system. Parametric derivatives generally must be found by further inte-
gration of a large, derived system (of sensitivity functions), one for each parameter.
In situations such as these, derivative-free algorithms are particularly attractive -
especially ones that make efficient use of previously computed function values
[207]. It is clear that these methods need less preparation for implementation since
no calculation of the derivatives must be supported. Also, numerical problems as-
sociated with calculating the derivatives may induce convergence problems. In
contrast to, for instance, [13], we do not consider methods that use finite differ-
ences to approximate the derivative as derivative-free methods. According to us
they belong to the first group of local minimisation algorithms.

Rosenbrock method.One of the oldest methods for derivative-free minimisation
was introduced by Rosenbrock in 1960 [220]. It was specifically developed for
problems in which the objective function is characterised by ridges and valleys
and deals with these by rotating the search axes at the end of every stage in the
direction of the valley. Riefleet al. [217] found this method very insensitive to the
local minima which other methods such as BFGS were suffering from.

Brent’s algorithm. The direction set method of Powell [202] with refinements
proposed by Brent [42] is one of the best derivative-free local minimisation meth-
0ds [203]. Itis based on a repeated combination of one-dimensional searches along
a set of various directions [96]. Direction-set methods consist of prescriptions for
updating the set of directions as the method proceeds, attempting to come up with
a set which either

e includes some very good directions that will take us far along narrow valleys,
or else

e includes some number of “non-interfering” directions with the special prop-
erty that minimisation along one is not “spoiled” by subsequent minimisa-
tion along another, so that interminable cycling through the set of directions
can be avoided.
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FiG. 6.17. Hementary steps in a direction set algorithm with direction set containing con-
jugate directions adapting according to Brent [42].

Interesting to mention is that Brent also incorporated some random “jumps”
into the procedure to avoid some “local minima” problems that Powell’s original
algorithm still suffered from.

In Figure 6.17 a typical sequence of searches is presented to illustrate the ba-
sic algorithm. We start in an initial parameter guégand search sequentially for
the minimum along each of the directions in the direction{ggm,}. When all
directions are passed through (leadin@ip the oldest direction in the set is re-
placed by a new direction constructedmas= 01-6¢. This first iteration is ended
by searching along this new direction for the minimg#n Then a new iteration
is started along directiongp,ns} leading tof, and the new directioms which
leads to the minimungp,. This sequence of steps continues until a stop criterion is
reached (e.g. maximum number of allowed iterations or a lack of further decrease
in objective function).

Vanrolleghem and Keesman [264] confirmed the statement by &rak§203]
that this method is probably one of the best ones in terms of optimally compromis-
ing convergence rate and insensitivity to local minima. Schuetze [226], using the
original Powell method, indeed complained about its sensitivity to local minima.

Simplex method. Another well-known local minimisation method, which does
not require derivative information, was proposed by Nelder and Mead [184], better
known as the simplex method (not to be mixed up with the linear programming
simplex method !).

The main concept used by this method is the geometrical concept of a simplex.
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A simplex is the geometrical figure consisting pimensions, op+1 points (or
vertices) and all their interconnecting line segments, polygonal faces etc. Exam-
ples are a trianglepE2) or a tetrahedronpE3). The simplex method only makes

use of nondegenerate simplexes, i.e. if any point of a nondegenerate simplex is
taken at the origin, then the othpmoints define vector directions that span the
p-dimensional parameter space.

Starting from an initial simplex, elementary steps (Figure 6.18) are developed
to find a minimum by evaluating the objective function value at the vertices of
the simplex and replacing the vertex with the highest value by another pgint in
dimensional space. These steps make sure that the objective function value of each
new point of the new simplex is closer to the optimum than the old one. Further-
more, it is ensured that the elementary steps maintain the simplex nondegeneracy
property.

The typical progress of iterations is illustrated in Figure 6.19 using a two-
dimensional example. Vertices 1,2 and 3 form the initial simplex and increasing
numbers indicate the new vertices added at each iteration. Note that vertex 7 has
the largest function value for the simplé%,6,7 but is not reflected immediately
since it is the newest vertex in that simplex. When simi&#9,1@ is reached,
vertex 6 has been in the current simplex for four iterations leading to a contraction
to the new simpleX6,11,12. The iteration continues from this simplex and the
algorithm will continue to reflect and contract the simplex until the stop criterion
has been achieved.

The simplex method is well appreciated for its robustness to local minima, ease
of implementation and reasonable convergence rate [203], [264], [226].

Secant or DUD algorithm. The name under which this algorithm was proposed
in Ralston and Jennrich [207], DUD (doesn’t use derivatives), is clearly indicative
of what the authors found to be a main feature of the algorithm. Essentially, the
DUD algorithm can be considered a derivative-free Gauss-Newton algorithm. For
instance, in the weighted least squares case,

Ndata 1 5
IO =Y, S(%—9%®)
i=1 9
the Gauss-Newton algorithm approximafesd) by a first order Taylor series ex-
pansion about the current value of the parameterghereas the DUD algorithm
approximatesy; (6) by a linear functionF(9) that exactly agrees witly; (6) at
(p+1) points. This function describes a secant to the nonlinear fungtiagh.

The (p+1) points are initially selected as in the Simplex method and an up-
dating mechanism is used to replace one of(f¥el) points. In the weighted least
squares case, the objective function calculated with the secant has exactly one min-
imum which can be easily located. Usually, the point with the highest vala@ pf
is replaced by this minimum except when it is too close to the best solution found
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FiG. 6.18. Hementary operations in the simplex minimisation method.

so far. Then, the point with the highest valueJof contracted by a factor of 10
towards the best point to improve the approximatiord diy its secant function

at the next iteration. If, on the other hand, the minimum found from the secant
approximation is larger than any value of the currgtl) points, convergence is
improved by a step reduction mechanism [213].

Reichert [213] extended the original algorithm to take into account individu-
ally weighted data and simple inequality constraints. He reported that the para-
meter transformation approach mentioned in the section on inequality constraints
in this chapter could not be used for DUD because the unlimited step size of the
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FiG. 6.19. The 8nplex algorithm for a two-dimensional optimisation problem.

secant method would lead to rapid divergence of parameters lying on constraints.
Rather, the alternative approach to deal with inequality constraints that is based
on its translation into an equality constrained problem and minimising an objec-

tive function augmented with these constraints and Lagrange multipliers (e.g. [13])

was advocated.

6.6.5 Global Minimisation Algorithms

All local minimisation methods suffer from the problem that finding a local mini-
mum does not ensure that a global minimum has been found. Consequently, global
minimisation methods have been proposed which do not make use of local prop-
erties of the objective function. Thus, the problem of getting stuck in a local min-
imum is circumvented. However, this advantage of global methods is usually paid
for by a higher number of function evaluations necessary for obtaining a solution.

Global optimisation methods can be grouped roughly into two main groups
[226], the first of which consists of (purely) deterministic methods, such as grid-
ding. The gridding methods consist of evaluating the objective function at a large
number of points predefined on a grid laid in the parameter space. If the number
of function evaluations is sufficiently high, there might be some chance to come
at least close to minima. This method is clearly very inefficient because it does
not allow for any scope of learning from the function evaluations. An obvious re-
finement is of course to refine the grid after a series of evaluations around the best
value found so far.

The second group of global optimisation methods can be termed randomised
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methods since random decisions are involved in the s&arthe degree of ran-
domness varies significantly in different approaches: Uniform random search can
be considered as being entirely probabilistic since the objective function is eval-
uated at every point of a random sample of points in parameter space. Again, as
in the gridding approach, no use is being made of information gained in previous
evaluations. Methods that do make use of such information are called adaptive ran-
dom search methods. The main idea here is to perform evaluations of the objective
function at points centred around promising points.

Among the first realisations of adaptive random search techniques is the Sim-
ulated Annealing technique [203]. The main idea is that the search is not always
going towards a candidate solution (eventually ending up in a local minimum)
but to allow — occasionally — also a step in a different direction. The probabil-
ity of such random jumps is slowly decreased during the minimisation process.
This method can be regarded as the predecessor of such currently popular methods
as the genetic algorithms (GA) and controlled random search (CRS) techniques.
These algorithms, which can also be termed “evolutionary” [225], start with an
initial population of candidate solutions (a bit similar to the vertices in the simplex
method) sampled randomly from the parameter space. The function values of the
individuals of this population influence the process of generating new candidate
solutions. Various techniques have been proposed for this process. In genetic al-
gorithms [101] new generations of candidate solutions are obtained by imitation
of the biological evolution processes of cross-over, mutation and selection of ap-
propriately encoded representations (e.g. bit-strings) of populations of parameters.
The definition of the parameters of the algorithm itself is crucial to the success of
its application.

In the CRS methods [204], new candidate solutions are generated by reflec-
tions on the centre of gravity of the current set of candidate solutions. Biugin
[81] developed the shuffled complex evolution (SCE) algorithm which constitutes
an extension of the CRS procedure, to which elements of the simplex method of
Nelder and Mead [184] and of competitive evolution were added. In SCE the initial
set of candidate solutions is split into different communities (“complexes”) which
are allowed to develop separately by a combination of CRS and simplex search.
From time to time, these complexes are mixed (“shuffled”), thereby passing on
information about the parameter space gained independently by each community.
It is generally accepted that the SCE method is robust and more efficient than a
genetic algorithm procedure [226].

101t should be noted that many local minimisation algorithms include random steps to “jump” out
of local minima, in this way allowing for increased robustness against this major problem of nonlinear
minimisation.
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6.6.6 Comparison of Different Minimisation Algorithms

Although many studies are certainly available in the literature, only a few are men-
tioned here for illustrative purposes. In a study by Tseng and Hsu [251] the esti-
mates obtained from three linear transformations of a nonlinear model (Lineweaver
& Burk, Eadie & Hofstee and Eisenthal & Cornish-Bowden) were compared with
the estimates obtained with their own random search method. They evaluated the
quality of fit (expressed as the sum of squared errors) and the computation time for
the different methods. A remarkable result was that estimate bias became larger for
the transformation-based methods when more data points were included for para-
meter estimation, again stressing the problems caused by the loss of the required
error structure due to these transformations.

In 1992, Fuente and co-workers [94] evaluated a large range of minimisation
algorithms for calibration of an activated sludge treatment plant model. They com-
pared steepest descent and the Davidon-Fletcher-Powell methods as examples of
unconstrained minimisation and compared different methods for constrained min-
imisation based on the penalty function method including infinite barriers in ad-
dition to log and inverse penalties. The conclusion of the work was that the min-
imisation algorithms had no difficulties in finding parameter estimates that fitted
the data. However, although the fits are similar, the parameter estimates differ sub-
stantially which points to identifiability problems.

The study of Vanrolleghem and Keesman [264] compared a series of methods,
including BFGS, Simplex, Brent, Random Search and Monte Carlo Set-Member-
ship on identifying Monod-based models with three to six parameters on respiro-
metric data. The results confirmed the relatively high rate of convergence of the
BFGS and Brent methods and the robustness to local minima of the Brent, Sim-
plex and the Random Search and Set-Membership methods.

Riefleret al. [217] also evaluated the BFGS, steepest descent and Rosenbrock
methods on the estimation of biofilm kinetics. The steepest descent method con-
verged too slowly to be practically useful, whereas the BFGS algorithm suffered
from sensitivity to local minima as deduced from the sensitivity of its results on
the initial parameter guesses. The authors concluded that the Rosenbrock method
was most fit for their estimation problem which was characterised by a narrow
objective function valley. The steep walls prevented derivative approximations
with sufficient accuracy to determine a descent direction on the direction of the
valley.

Finally, Schuetze [226] did a comprehensive evaluation of minimisation algo-
rithms, comparing

e the Controlled Random Search (CRS) method,

e a genetic algorithm (GA) according to Caroll and a modification by Krish-
nakumar, called micro genetic algorithm@A), that uses very small popu-
lation sizes and does not include mutation,
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e the original Powell [202] method as presented in [203] without the modifi-
cations by [42] since they were considered too computationally demanding,

¢ a gridding of the parameter space where four values were evaluated in each
parameter dimension,

e an approach in which simple substitute models were created for the objective
function, i.e. a function was fitted to the objective function values obtained
and, given an appropriate choice of the function, its minimum was obtained
in an analytical way,

o the Response Surface Methodology (RSM) which requires the building of
a quadratic substitute modebver the entire feasible parameter space. The
(p+1)(p+2)/2 coefficientsa in p variables (here the parameter values for
which we look for a minimum in the objective function)

p
ajj 60 + Zaioé’i + ago (6.47)
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are determined by least squares regression oveabgbinations of the
smallest, mean and largest value of the range of each qf rerameters.
The parameter estimates are then easily found by minimfsing

The best performance was obtained with the CRS method (giving the lowest
objective function within a given maximum number of function evaluations). In
this study, the Powell method was found to be quite sensitive to local minima and
the methods based on substitute models for the objective function were found to
work unsatisfactorily. As expected, allowing a larger number of function evalua-
tions turned out more favourable for the genetic algorithms. As a side remark it
was stated that the tangent transformation used to still work with constraints when
algorithms for unconstrained minimisation are used, was not very successful in
several minimisation runs. Apparently, when the search approaches a region close
to the constraint, the tangent transformation (expanding even small differences in
the parameters in such region) prevents convergence or further successful search
steps of the procedure.

6.7 Evaluation of Parameter Estimation Quality

When a model is calibrated to a data set, it is essential to evaluate the success of
this step, even before actual validation of the model is performed. Two aspects
need to be evaluated. First, we need to know whether the fitting process itself went
well (i.e. did we reach an adequate model fit ?). Second, we want to find out how
accurate we have estimated the parameters and conclude whether this accuracy
is sufficient for our purpose or whether additional data need to be collected (or

a different model built). The first task will, for instance, be based on residuals
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analysis whereas the second task will typically focus on the parameter estimation
confidence regions, which in most cases will be based on the parameter estimation
error covariance matrix. We will, however, also draw attention to alternative meth-
ods for parameter accuracy evaluation because the covariance matrix can only be
considered an approximation of the true parameter error distribution due to — again
— the nonlinearity of the model. These alternative methods will, however, be char-
acterised — again — by high computational demands making their use less popular
than the approximate covariance matrix based analysis.

6.7.1 Residuals Analysis

Extensive methodology has been developed for investigating whether a calibrated
model provides a good description of the data. The methods usually involve ex-
amination of the residuals, i.e. the differences between the observed data and the
model predictions. It is quite evident that these methods have therefore also been
used for structure characterisation (see Chapter 3). Basically, the whole method-
ology of residuals analysis is based on the feature that an adequate model leaves
only measurement error in the residuals. Hence, if the model is appropriate and the
model calibration process has been successful, we may expect that the residuals
are characterised in the same way as the measurement errors, for instance random-
ness, homoscedasticity (constant variance), normal distribution. A comparison of
their characteristics therefore allows us to conclude whether the calibration was
successful.

Analysis of randomness can be based on autocorrelation assessment methods
as introduced in Chapter 3 for model selection purposes, i.e. the autocorrelation
tests, the runs test, ... A note should be made, however, when correlation analysis is
performed on the basis of small data sets. The modeller can indeed be misled when
his examination is based on the residuals’ (in)dependency since there are only
Ngata-p degrees of freedom left among them after the model identification [208].
On the other hand, the presence of autocorrelation may have statistically serious
consequences, more particularly it will lead to an underestimation of the size of
the confidence regions, or in other words, we will get too much confidence in our
parameter estimates [19]. Thus, investigators should not delude themselves into
thinking that more data points are better for least squares estimation of parameters,
unless they know that the measurement errors are uncorrelated [218].

Other residuals analysis methods evaluate whether the other assumptions made
when choosing the objective functidnare fulfilled. For instance, the residuals’
homoscedasticity may be evaluated by plotting the residuals against the indepen-
dent variable (mostly time) or against the measured variable (see for instance Fig-
ure 6.2). Trends in the residuals sequence may suggest a switch from an ordinary
least squares to a weighted least squares objective function. Testing whether the
residuals are indeed normally distributed can be done by performing adequate dis-
tribution analysis tests found in statistical handbooks.
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6.7.2 Parameter Estimation Error Covariance Matrix Determination

Even if the nonlinearity of the model parameters makes it only an approximation
and other methods are in principle more correct (see below), the parameter estima-
tion error covariance matrix is the corner stone of parameter estimation accuracy
evaluation. Indeed, once this covariance matrix is available, one may use several
statistical techniques to evaluate the quality of the estimated parameters. In the
next sections some of these techniques are discussed, namely:

Computation of confidence intervals.

Determine and draw confidence region ellipses for two parameters.
Determine whether the zero vector lies within the confidence region.
Computation and evaluation of correlation values.

Because of its importance, we will therefore review the different methods that are
being used to obtain the parameter estimation error covariance matrix.

Linear model. In case we are dealing with a linear parameter estimation problem
(see the example in Section 6.6.Y)= X6 whereY is the vector of output mea-
surements aniX the regressor vector, we obtain that the estimation error covari-
ance matrix can be readily calculated as (under iidN assumption of the residuals):

V= (xTx)_la2

whereo? is the measurement error, typically estimateds%rs]opt/(Ndata—p). In
case modelling errors exist, one needs to have an independent measure of the mea-
surement errogZ, which can substitute fos2. It must be stressed that the ma-
trix inversion that is needed may be troublesome. Indeed, these matrices are often
characterised by poor condition numbers due to highly correlated parameters (re-
member the Modified E criterion for optimal experiment design that could allow
this inversion problem to be solved, see Chapter 5).

In case the measurement errors are not equal (but still random and distributed
normal), and the weighting of the errors in the objective functlde achieved
via the measurement error covariance ma@ifwhich is a diagonal matrix if the
measurements are uncorrelated but with different variapiye

1
EO' 0
0 L...0
Q= 72
00 - 1
ONdata

the parameter estimation error covariance matrix is again readily calculated, i.e.
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V= (xTQx)fl

In some cases this value of V is multiplied with a teg/(Ngata-p) Where x 2is
the minimum value obtained for the objective functityp: in this weighted least
squares parameter estimation. Indeed, whereas the above equation gives the para-
meter variance as a function of measurement errors only, the multiplication with
x? leads to more reasonable (larger) estimates of errors in cases in which the stan-
dard deviations of the measurements do not take all sources of error into account
(e.g. some modelling error). The danger involved in employing this multiplication
with x2 is that systematic errors may be treated as statistical errors [213]. The
multiplication with x2 is, however, useful when thﬁ;2 are not given in absolute
terms, but merely as relative magnitudes, something which typically happens in
case no detailed analysis of the measurement errors is conducted (as for instance
in the example of Section 6.4.3.). In that case #Revalue obtained as a result of
the parameter estimation corrects for this.

From the above, it is clear that calculating the covariance matrix does not in-
volve a lot of calculations as it only requires some matrix manipulations with the
available data.

Nonlinear model. For nonlinear parameter estimation problems an approximate
parameter error covariance matrix can be calculated by replacing-teans in
the above by the output sensitivity functions with respect to the parameters, i.e.

ayT _ay -
V= <ae Qae)
wheredy/a6 is a vector of the output sensitivities at each oflthgia measurement
points. Note that again we see the link between the parameter estimation error
covariance matrix and the Fisher Information Matrix indicated in Chapter 5.

We immediately can see that the actual evaluation of this covariance matrix will
involve many more calculations. Indeed, the evaluation of the sensitivity function
either requires a simultaneous solution of a considerable set of differential equa-
tions (see the simple example given in Chapter 5). Alternatively, a numerical ap-
proximation of the sensitivity functions can be made by perfornpraglditional
simulations around the nominal trajectory where each parameter is perturbed with
a small perturbatiodd. The adequate choice of this perturbation paraméter
is the Achilles’ heel of this method (see also the similar Nelder and Mead [184]
method below).

Luckily, some minimisation algorithms such as the Levenberg-Marquardt and
Newton algorithms need or approximate (quasi-Newton and Gauss-Newton meth-
ods) the Hessian, which is the inverse of the covariance matrix. Only some minor
modification to these algorithms is therefore needed to get access to this Hessian
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matrix which after (careful) inversion leads to the parameter estimation error co-
variance matri¥/. Some other algorithms also build up information that leads to an
approximation of the Hessian, e.g. Brent’s algorithm. However, Van Vooren [269]
learnt that this approximation is too crude in some parameter estimations since the
method only asymptotically converges to the Hessian.

The method proposed by Spendielyal. [237], and extended by Nelder and
Mead [184], can also be adopted. It allows the covariance matrix around the min-
imum for any parameter estimation method to be calculated as it is basically an
add-on exercise. The technique is based on the construction of a quadratic surface
around the minimum of the cost functidnIf (p+1) points inp dimensions are
given by Pg, P1, Pp, then “half-way pointsPjj=(P;+P;)/2, i#j are calculated,
and a quadratic surface is fitted to this combined sépel)(p+2)/2 points. The
pointsP; may be taken as:

Po— (B, -6y
Pr=(61+81,02,--,0p
Po= (61,02 +82,--,6p

sz(él7é2’.'.’ép+8p)

in whiché; is the estimated optimum parameter value &rid the step size, a user-
defined small value or a value automatically chosen as function of the machine
precision. In order not to exceed the parameter boundaries (e.g. under constrained
optimisation), the step may be chosen positive or negative.

The matrix with the step sizésis called the direction matrii.

§10 ---0
0 8---0
D=|. . . .
00 -8

A quadratic approximation to the objective functidm the neighbourhood of the
minimum can be obtained using Taylor series expansion

2 Zae %; |

1
G0+ = c—b-9+§9'A»0

33
JO)=IP)+Y —

wherec = J (P) b=-VJp [Alij = 23

|
|
D
=t
s
o
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The coefficients of the Hessian matdcan be estimated as:

gi = 2(Yi + Yo — 2Yoi) .i=1,~-~,p . o
aij = 2(Yij + Yo — Yoi — Yoj) i=1--,p; j=1-,p; i #]

wherey; are the values of the objective functidrat P; andy;j those afPj;. The

Hessian or Fisher Information Matrix in the original coordinate system is given

byll

T
2(p™) AD™?
so that the parameter estimation error covariance matrix is given by

1oA1nT
5 DA™"D

In many cases, the sum of squares of residuals is minimised, and normal equal-
variance independent errors are assumed, thus this matrix must be multiplied by
202 [184]. As usuab? is estimated byopt/(Ndata-p)-

Van Vooren [269] implemented this technique and investigated the effect of
the step size§;. It was found that the final results were not much influenced by
different choices of thé;’s. However, the choice of the step size will depend on
the rounding errors, and it is advised in Nelder and Mead [184]) that the step size
should be at least £Qimes that rounding error. A too large step size should be
avoided too because then the linear approximation of the objective function may
no longer hold (depending on its level of nonlinearity). Hence, a compromise must
be sought. A pragmatic approach is to perform the calculation with halved step
size and compare the results. If they are sufficiently close, they can be accepted.

Clearly, one of the drawbacks of this method is that it requires a considerable
number of additional function evaluations [213]. However, in many parameter es-
timation cases, the extra calculation time necessary to run this extra algorithm is
negligible compared to the overall parameter estimation time.

6.7.3 Confidence Regions

In order to give a meaningful value for the estimated parameters, they should be
supplied together with a confidence region. A confidence regiop-dimensional
interval in which, with a certain probability (e.g. 68.3 %), the true parameter
(a p-dimensional vector) lies. The most common confidence region is the one-
dimensional region, the confidence interval. A visualisation of a two-dimensional
confidence region and a test whether thedimensional) O lies within the-
dimensional confidence region are also given below.

1INote that in the original paper Nelder and Mead [184], the factor 2 was erroneously omitted as was
corrected in an erratum to this papeiGomput. J.8, 27, 1965.
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FiG. 6.20. Exact confidence region determination for two parametemndé, using the
[162] approach.

First, however, we will discuss the actual nature of the confidence region in
a nonlinear parameter estimation problem. Let us start from a linear parameter
estimation problem in which a weighted least squares objective function was min-
imised and in which the residuals can be assumed to be independent distributed
normal. Under those conditions, the confidence region of the parameter estimates
can be exactly calculated from the covariance matrix. As soon as the model is non-
linear in the parameters, this covariance matrix that we have constructed with the
methods given above, only allows to approximate the true confidence region. The
exact boundaries of B00(1«)% confidencé? region for the parameter estimate
are defined as those parameters for which the following equality holds [18]:

p

Jerit = Jopt' (1+ Naata —

FO!; p,Ngata— P) (648)
p
whereJopt is the minimum value found for the objective function &Adp, Nya.—p
is the value of thd--distribution with p and Ngata — p degrees of freedom and a
confidence levek.

The 100(1«)% confidence region fa is then the locus of values férwhich
result in a value od below this critical value.

12In case we do not know the true residuals’ distribution, we are unable to obtain a specified proba-
bility level [80]. For residuals with normal distribution, we do have that certainty.
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FiG. 6.21. rminology of confidence intervals in the two-dimensional case.

The problem of finding this boundary may, however, be computation demand-
ing as no easy analytical calculation is feasible. Rather, we have to search for those
parameter sets fulfilling the above (in)equalities, i.e. we have to run a considerable
number of additional simulations. Typical approaches are to evaluate the parameter
space around the parameter estintateer a grid or via random sampling using
Monte Carlo techniques. However, this method quickly becomes impractical as
the number of parameters increases or if the desired resolution increases. Con-
sequently, Lobnet al. [162] proposed an elegant, pragmatic method for finding
the confidence region boundary with a minimum of additional simulations. The
method is introduced in Figure 6.20. First, an initial trial confidence region is pro-
posed that completely encloses the true confidence region, iHgakhould be
larger than the value given by the Beale-formula above. Then an algorithm is ini-
tiated that makes each of the points converge towards the centre, i.e. where the
parameter estimatéis found. This convergence is stopped whena i found
that corresponds to the critichlalue given by Beale and a certain

Confidence intervals. The difference between a confidence interval in one and
two dimensions is illustrated in Figure 6.21. The same fraction of evaluated points
lies (i) between the vertical lines, (ii) between the two horizontal lines and (iii)
within the ellipse. Overall, a confidence interval of a param@tés given by p; -

365 ,6;+56;] where
86, = \/ Ax{v/ Vi

Vi; is the diagonal element of the covariance matrix corresponding fetthgara-
meter.AXl2 will be obtained from distribution data for a giva®0(1«)% confi-
dence andNgata-p) degrees of freedom. For instance, when the 68, 90 and 99%
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confidence intervals are to be calculated for one parameten fifevalues to be
used are 1.00, 2.71 and 6.63 respectively [203]. For two parametersmyq’se
values would be 2.30, 4.61 and 9.21.

Draper and Smith [80] rightly point to the danger of regarding the square in
Figure 6.21 given by the two horizontal and two vertical interval lines, as the joint
confidence region. In that case the correlation between the two parameters is com-
pletely ignored. The “joint” message of individual confidence intervals should be
regarded with caution.

Finally, the marginal confidence intervals of a parameter are given by the pro-
jection of the confidence region on the corresponding parameter axis and are there-
fore bigger than the normal confidence intervals specified above [160].

Confidence region ellipsoids.A confidence region ellipsoid (Fig. 6.22) (two-
dimensional confidence region) can be drawn on the basis of the parameter es-
timation error covariance matrix using the following equation

3 ([wiiwij]80)° + 2 ([wjiwi]88)° = Ax3

wheresg = [86; 86;]T and AxZ are taken for a givel0Q(1-»)% confidence
region. The ellipsoids will be obtained using

89| = U)||COS(¢)) ] w” S|n(¢)
86 = —w.,cos(qb) sz”sm(¢)

where¢ varies between 0 and72 The w;j and thei; are the elements of the
eigenvector and eigenvalue decomposition of the covariance nvatrix

V=[V]=W-D'-W'  W=[wj]=[w] D=diag(
The centre of the ellipse will be the vector of estimated parameter values.

6.7.4 Significance of a Single Parameter
To test whether a parameter estimate is significant, can be done easily by calculat-
ing the following t-value [208]

b
Vi
i.e. the ratio of the parameter estimateto its standard error, estimated by the
square root of the variance of the estimtge. This value can then be tested by
reference to a Student’s t-distribution wifNgata-p) degrees of freedom and a
user-defined confidence leved0(1«)%. A high t-value associated with a para-
meter estimate tends to indicate that the estimate is well determined in the model;
conversely, a low t-value tends to indicate that the estimate is poorly determined,
although sometimes in multiparameter models, a t-value may be low because of
high correlation of the parameter with other parameters in the model.

t=
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FiG. 6.22. Aconfidence region ellipsoid for the parametgrandods.

6.7.5 Significance of the Parameter Set

Testing whetheD lies within thep-dimensionall00(1-w)% confidence region is
relevant as it allows assurance that the parameter set found is significantly different
from the zero vector. This test can be performed by evaluating whether

ApoA. (w - (=)

Herew; (the columns ofW) and; are the eigenvectors and the corresponding
eigenvalue olV. The valueA x? is obtained for a user-suppliekD0(1«)% con-
fidence level and & . p Nga,—p distribution. If this inequality holdsQ will lie
within the specified confidence region.

6.7.6 Correlation Among Parameters

The correlation coefficient; between two parametefs andé; gives a measure
for the correlation between these two parameters; s close to-1 or 1 the para-

meters are said to be highly correlated. mynclose to0 implies a low correlation.
The correlation coefficient is given by

Vij

~ Vi

I’ij
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When a high correlation is encountered this may point to practical identifiability
problems that may, for instance, be solved by collecting additional data from an
optimally designed experiment (see Chapter 5).

6.8 Conclusions

The purpose of the present chapter was to introduce quite different aspects of para-
meter estimation from a complete data set. In the next chapter we will focus on
how this work can also be done on-line, i.e. with a data set that is continuously
growing. To clearly make the difference between both types of estimation, the
chapter was introduced with simple, illustrative examples. Next necessary prelim-
inary steps for a parameter estimation problem were introduced, such as the selec-
tion of parameters to be estimated, reparametrisation of the model, the guessing
of initial values for the parameters. An important section also dealt with the way
one deals with constraints on parameter values when using unconstrained minimi-
sation algorithms. Quite some part of this chapter was dedicated to the different
aspects of measurement errors since the method that is to be used for parameter
estimation depends on the error characteristics. From this and other features, the
objective function of the parameter estimation can be selected among the differ-
ent ones presented in Section 5.5. The real calculation work is then focused upon
in Section 6.6, where some linear and nonlinear parameter estimation algorithms
are introduced in a rather qualitative manner. Note again that it is important to
realise that most of the algorithms presented in this chapter are basically optimi-
sation algorithms that can also be useful in other tasks than parameter estimation,
e.g. optimisation of an experiment design. Last but not least, the chapter ends with
methods for the assessment of the quality of the parameter estimation performed.
It also adresses the important question of the quality of the parameter estimates
themselves and the generation of confidence information.



7

Recursive State and Parameter
Estimation

7.1 Introduction

This final chapter is dedicated to a question closely related to those already ad-
dressed in the preceding chapters. Up to now, we have built models, or we have
selected one of them for our specific applications, and we have shown how to
calibrate its parameters. In terms of modelling, we can consider that the task is
completed. We can use our model(s) for simulating numerically the dynamical be-
haviour of our processes, possibly for predicting and/or analysing their behaviour.
But we can also use the models for monitoring, i.e. to predict the time evolution
of the process variables and parameters on-line. The developed monitoring tools
can be used to follow the time evolution of variables and/or parameters that are not
accessible from on-line measurements; they can also be used for diagnosis about
the operation of the plant and help the operator or a supervision system to take
appropriate actions to maintain the process in good (ideally, “optimal”) operat-
ing conditions, diagnose possible process, sensor or actuator failures, or prevent
accidents. The supervision can (should) be connected to control loops.

In the following, we shall call these monitoring toasftware sensors\ soft-
ware sensor can be defined as an algorithm built from a dynamical model of (part
of) the process to estimate on-line unmeasured variables (typically process compo-

(© 2001 IWA Publishing. Dynamical Modelling and Estimation in Wastewater Treatment Processes
by Denis Dochain and Peter Vanrolleghem. ISBN: 1 900222 50 7
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nent concentrations like biomass, substrates or products) and/or unknown (or badly
known) parameters (e.g. specific reaction rates, or some other kinetic or yield co-
efficients) from the (few) measurements that are available on-line (typically liquid
flow rates, nutrient concentrations (N, P), respiration rate, turbidity, pH, ORP, or
gaseous outflow rates). In that sense, these tools can be viewed as “sensors” based
on an algorithm (software), i.e. in our nomenclaturesaf$ware sensors

In this chapter, we shall introduce two types of software sensors.

1. State observers for reconstructing on-line the time evolution of unmeasured
process component concentrations.

2. On-line parameter estimators for unknown or badly known parameters.

The need for monitoring systems and automatic control in order to optimise
process operation or detect disturbances in wastewater treatment processes is ob-
vious. Generally speaking, the problems arising from the implementation of these
processes are similar to those of more classical industrial processes. Nevertheless,
monitoring and automatic control of wastewater treatment processes is clearly de-
veloping very slowly. There are at least two main reasons for this:

a) The internal working and dynamics of these processes are as yet badly
grasped and many problems of methodology in modelling remain to be
solved. It is difficult to develop models taking into account the numerous
factors which can influence the specific bacterial growth rate and the yield
coefficients which characterise microorganism growth. The modelling ef-
fort is often tedious and requires a great number of experiments before pro-
ducing a reliable model. Reproducibility of experiments is often uncertain
due to the difficulty in obtaining the same environmental conditions. More-
over, as these processes involve living organisms, their dynamic behaviour
is strongly nonlinear and non-stationary, as we already noted in Chapter 2.
Model parameters may not remain constant over a long petidtiey will
vary e.g. due to metabolic variations of biomass or to random and unobserv-
able physiological or genetic modifications. It should also be noted that the
lack of accuracy of the measurements often leads to identifiability problems
(see Chapter 5).

b) Another essential difficulty lies in the absence, in most cases, of cheap and
reliable instrumentation suited to real-time monitoring. To date, the market
offers very few sensors capable of providing reliable on-line measurements
of the biological and biochemical parameters required to implement high
performance automatic control strategies. The main variables, i.e. biomass,
substrate and product concentrations, generally need determination through

13This may appear ambiguous with the terminology used in this monograph where we consider
parameters as being “constant” for all times. However due to the simplicity of the considered models
with regard to the complexity of the processes, it appears that different values of the parameter are
sometimes necessary to describe satisfactorily the process dynamics in different conditions.
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laboratory analyses. The cost and duration of the analyses obviously limit
the frequency of the measurements and their timely availability.

To reconstruct the state of the system from the only on-line available mea-
surements and to control [14] [192] biological variables such as the biomass, the
substrates or the products, appropriate algorithms have to be developed. The effi-
ciency of any monitoring system highly depends on the design of the monitoring
technigues and the care taken in their design. Indeed, monitoring algorithms will
prove to be efficient if they are able to incorporate the important well-known in-
formation on the process while being able to deal with the missing information
(lack of on-line measurements, uncertainty on the process dynamics,...) in a “ro-
bust” way, i.e. such that the missing information will not significantly deteriorate
the performance of the monitoring system.

In this chapter, we shall show how to incorporate well-known knowledge about
the dynamics of wastewater treatment processes (basically, the reaction network
and the material balances) in monitoring algorithms which may moreover be capa-
ble of dealing with the process uncertainty (in particular on the reaction kinetics)
via on-line estimation schemes for the uncertain kinetic parameters.

The chapter is organised as follows. Section 7.2 will concentrate on the no-
tion of state observability as applied to WWTP. The following sections will deal
with state observation, i.e. the on-line reconstruction of process components, via
different approaches:

1. “classical observers” (extended Luenberger observers, and extended Kalman
filter) (Section 7.3);

2. “asymptotic” observers (which are observers independent of the process ki-
netics) (Section 7.4);

3. anintermediate class of observers, in between classical observers and asymp-
totic observers, applicable when the reaction rate model structure is known
but the model parameters are badly known (Section 7.5).

Section 7.6 will introduce two types of algorithms for recursive estimation of un-
certain parameters: a least squares estimation algorithm, and an observer-based
estimator. Practical issues and real-life results will be presented in both sections.

7.2 State Observability

Simply speaking, the notion of observability can be defined as the possibility to
connect the state variables of a dynamical system to the measured variables via
the dynamical model of the system. Essentially, a system is observable if every
state variable of the system affects some of the process variables. An important
consequence of the observability of a system is the ability to reconstruct the time
evolution of the state variables from measured variables in an arbitrary finite time
from any initial conditions (see e.g. [151]). This notion is very important in practi-
cal applications because it implies that if a system is observable, then it is formally
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possible to design an “observer” that is theoretically capable of correctly recon-
structing the time evolution of the unmeasured variables, theoretically after a finite
arbitrarily chosen time.

Observability is clearly a critical issue in dynamical systems in general and in
chemical and biochemical systems in particular. For instance, the implementation
of Kalman or Luenberger observers for an application to bioreactors is based on
the a priori knowledge of the observability of the process. Because of the nonlinear
aspects of their dynamics, the observability analysis is rather complex in biochem-
ical process applications; and the usually large uncertainty in the kinetics of the
biochemical reactions and analytical expressions used to describe them makes the
approach even more difficult. As a matter of fact, very few works deal with the ob-
servability of nonlinear biochemical processes (e.g. [3], [7]) and they are usually
concerned with particular process applications.

Let us see how the concept of observability can be formalised mathematically,
or more precisely how we can test if a process is observable or not.

For simplicity, we shall consider the notion of observability lioear systems
(in the state), and for which the matrices énd B) have constant parameters (i.e.
time invariant systems). Let us consider the following dynamical equation system:

dx

— = Ax+B 7.1

T X+ Bu (7.1)
with dim(x) = N. Consider that the measured variables @hgpu) are denoteq
(dim(y) = p) and are related to the state variabtdsy the following relationship:

y =Cx (7.2)

whereC is a matrix (The simplest obvious case is when the measured variables
are some of the process components (states);Ghisra matrix whose entries are
“1" or “0”). The linear system (7.1) (7.2) is said to be observable if the following

matrix O
C

CA
o=| CA (7.3)

CA.Nfl

is full rank. It is well known (e.g. [151]) that the linear stationary system (7.1),
(7.2), is observable if and only if

rank(O) = N (7.4)

Let us now consider linear approximations of nonlinear models, e.g. of the General
Dynamical Model introduced in Chapter 2:
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d
=D&+ Y00 + F©) - Q@) (7.5)

If we definef (¢, D, F, Q) as follows:

f(§,D,F, Q) =—Dé +Yp()+ F(&) — Q&) (7.6)

the linear approximation of the General Dynamical Model (7.5) around some oper-
ating point obtained from the Taylor series expansion of the model equations (also
called thdinearised tangent modesee also Section 2.7.3 in Chapter 2) is written
as follows:

d _ _
d—)t( = AE)x + B@)u (7.7)
whereA, B, x are equal to:
_ of - ap d(F — Q)
AE) = [g]gzg =-DIn + Y[g]gzg + [T]g=§ (7.8)
- of
B(¢) = [%]gzg (7.9)
X=¢§&—§ (7.10)

andu is the input vector which may be constituted by the values varying around
the solutiont = & of some of the feedratdg and/or the dilution rat®.

The observability test can still be applied to the linear model (7.7), but it is
worth noting that then the observability test (7.4) is only a sufficient observability
condition for the nonlinear system (7.5) (e.g. [152]): if the linearised tangent model
(7.7)-(7.10) is observable gt= &, then the nonlinear system (7.5) is observable
around this point.

7.2.1 Example #1: Two Step Nitrification Process
Let us consider the two step nitrification model introduced in Section 2.3.4:

S\H — X1+ Svo, (7.11)
SNo, — X2+ Svo, (7.12)

characterised by the following matrices and vectors in the General Dynamical
Model format:

SNH -v; O DS\H.in
SI\102 Y3 —Y—l2 0
=S |.Y=| 0 v, | . F= 0 (7.13)
X1 1 0 0
X2 0 1 0



STATE OBSERVABILITY 255

pz[zﬂ, Q=0 (7.14)

If we assume that the reaction rates are only a function of the components interven-

ing in the reaction (i.ep1(SyH, X1, Svo,) and p2(Sno,, X2, Sno,)), the matrix
A of the linearised tangent model is equal to:

A) =
r—D— L 91 L1 m 0 L9 1 Bp2
Y1 OSNH Y1 BSNOZ Y1 0X1 Y1 X2
9p1 _ o1 1 9p2 _ 1 9p2 dpr _ 1 dp2
Yaasm TP Veisg, T VS,  ViiSweg 30K V29
ap2 _ P2 0p2
0 Y43SNOZ D+ Y435NO3 0 Xy
dp1 ap1 0 Bp1 0
ISNH SN0, X1
0 _9p2 _9p2 0 Ip2
L SN0, 95N0, X2

It can be checked that all the states of the linearised tangent model with the above
matrix A is observable iy H, Sy o, andSy o, are measured, and is not observable

if the measured variables aBg o, and Sy o, or if these areSyH, X1 andSyo,

when the reaction rate is independentafo,.

7.2.2 Simple Local Observability Tests

Let us now see how to derive a very simple necessary observability condition for
the system (7.7), (7.8), (7.9), (7.10). For simplicity, we shall consider Ehat
independent of and that there is no gaseous outflow rafe= 0). Let us first
define the matrixA(€):

~ - ad
A = Yi5 e = Yo (7.15)

wherepg is a more compact notation f@%]szg. Let us denote by , the “ob-

servability” matrix computed fronA(€). Then we have the following results for
the observability of the system (7.7), (7.8), (7.9), (7.10).

Theorem 1: rank(©) < min(N, p + R)
with R = rank(Y) N = dim(x), p = dim(y)

Proof: see [71]

The following important consequence can be derived from Theorem 1.
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Corollary 1: A necessary condition for the observability of (7.7), (7.8), (7.9),
(7.10) is that:
p+R=>=N (7.16)

i.e. the number of measured components + the rank of the yield coefficient matrix
must be larger than or equal to the number of process components.

Comment #1Theorem 1 gives an upper bound for the rank of the observabil-
ity matrix of system (7.7), (7.8), (7.9), (7.10). This result is obviously local since
it applies to the linearised tangent model of (7.5). But it is worth noting that the
result is generic in the sense that it is independent of the mathematical structure of
the reaction rateg(§).

Comment #2the above condition is a necessary condition but not a sufficient
one. If it can be useful to detect in a very simple manner the possible lack of ob-
servability of the process, the fulfillment of conditip + R> N does not guarantee
its observability. This will be illustrated in Example #2 here below.

7.2.3 Example #1: Two Step Nitrification Process (Continued)

From Theorem 1, we know that system (7.15) will be unobservable if two (or less)
components are measured on-line (R« g < 5).

7.2.4 Example #2: Simple Microbial Growth Process

Let us consider a simple microbial growth process involving one substrate S and
one population of microorganisms X, and synthesising a reaction product P. The
process can be described by the following reaction scheme:

S— X4+P (7.17)

The dynamical behaviour of the process in a stirred tank reactor is described by
the following equations:

g[S S —Yil DSn
g =-D|X|4+]| 1 |p+]| O (7.18)
tip P Ya 0

whereY; andY; are the yield coefficients and = xX. The matrixA of the lin-
earised tangent model is here equal to:

[ es—vpx —viep
A X, P)y=| ps  px PP (7.19)
Y2ps  Y2px  Yzpp
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with: 5
pi = [a—[i)]gzg i—S X, P (7.20)

From Theorem 1, we know that the linearised system of (7.18) will be unobserv-
able if only one component is measured on-liRe{{ p = 2 < 3). As a matter of
fact, if, for instance P is available for on-line measurement, the “observability”
matrix O is equal to:

] o o0 1
O=| Yaps Ya2px Yzpp (7.21)
Y2050 Y20xp Y20p P

with p = —Y%ps + px + Y20p.

It is obvious thatO is not full rank (the last two rows are proportional to each
other). Now, if two components are available for on-line measurementeugd
P), the “observability” matrix becomes:

1 0 0
0 0 1
1 1 1
6 = Y PS TV PX Ty PP (7.22)

Yops  Y2px  Yopp
—$; PSP —VPXP — ;PP
Yapsp  Y2pxp  Y2ppp

It will be full rank as long aspx is different from zero. In the particular (but
widely encountered) situation when the specific growth rafe only a function

of the limiting substrate S, we can expect the process to be observable whenever
w(S) is different from zero (which only happens wh&= 0 with most kinetic
models available in the literature (see [14])).

Finally, not any choice of two components will guarantee the observability
of the process. Assume for instance in line with many practical situations that the
reaction rate is independent of the product concentratf®ni.e. pp = 0. Consider
now thatSandX are measured on-line. Then the “observability” mafiis equal
to:

1 0 o
0 1 0
1 1

| —dps —dpx 0

O=| WS "X (7.23)

Yoos  Y2px O
—y—llpsﬁ —Yilpxﬁ 0
Y2psp  Y2pxp O

with:
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5= —pst px (7.24)
1

It is obvious that since the third column is equal to zero, rék& 3 and there-

fore, the linearised system is not observable. However the result is straightforward

to obtain by simply looking at the linearised tangent model equatiors ¥f P

for pp equal to zero and by recalling that an important condition for the observ-

ability of the process is that the dynamical equations of the measured variables

must incorporate connections with the unmeasured variables. In the example here,

the dynamical equations &and X no longer contain any term related Boif p

is taken independent d¢f.

7.3 Classical Observers
7.3.1 The Basic Structure of a State Observer

An interesting alternative to on-line measurement for monitoring biomass, reactant
and product concentrations that circumvents and exploits the use of a model in
conjunction with a limited set of measurements is the use of Luenberger or Kalman
observers. In these techniques, a model which includes states that are measured as
well as states that are not measured is used in parallel with the process. The model
states may then possibly be used for feedback. This configuration may be used to
reduce the effect of noise on measurements as well as to reconstruct the states that
are not measured. An introduction to these ideas can be found in e.g. Kwakernaak
and Sivan[151].

Let us derive the general structure of state observers. Let us consider the fol-
lowing nonlinear state space model:

dx
G f(x,u) (7.25)

The measured variables, denotedre related to the process states by the follow-
ing relation:

y = h(x) (7.26)
The general structure of a state observer is then written as follows:
dx R . .
gt = [RW+K®Y =9 (7.27)

wherex andy are the on-line estimations afandy given by the state observer
(7.27) and:
¥ =h(x) (7.28)

and whereK (X) is the “gain” of the observer. The above observer equation can
be interpreted as a copy of the process model plus a correctionkéym- V)
proportional to the output observation ergor- §. This term is indeed the driving
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term of the observer; it disappears in presence of perfect estimation (obviously,
under the assumption that the process model is perfect too). The design of the state
observer consists of choosing an appropriate ¢aiR).

The above state observer was originally developed for linear problems. Be-
cause of the nonlinear characteristics of bioprocess dynamics, it is of interest to
extend these concepts and exploit particular structures for biochemical engineer-
ing application problems. The design of the gain maltiis based on a linearised
version (the linearised tangent model) of the process dynamics observation error
(computed from a Taylor’s series expansion of a state space model around some
operating point. If we define the observation eea@s follows:

e=Xx—X (7.29)
the dynamics of the observation error are readily derived from equations (7.25)
and (7.27):
3—? =f(X+eu) — f(X,u)— KX (hEK+e —h(x)) (7.30)

If we consider the linearisation of the above equation around the observation error
e=0, we obtain:

% = (AKX) — K(X)C(R))e (7.31)
where A(X) andC(X) are respectively equal to:
. of . oh
AX) = [a—x]xzx, Cx) = [a—X]x=;< (7.32)

Thus the design problem can be formulated as the choice of the mifatkixsuch

that the linearised error dynamics (7.31) has desired properties. This has resulted
in two typical state observation designs: the extended Luenberger observer, and the
extended Kalman observer. The word “extended” obviously emphasises that these
observers are extensions of the original linear versions to nonlinear systems. These
modified observers, particularly the extended Kalman filter (EKF), have found ap-
plications in some biochemical processes (e.g. [21], [22], [24] [242], [153], [287],
[47]).

7.3.2 Extended Luenberger Observer

In the extended Luenberger observer, the objective is to sklect such that the
linearised error dynamics (7.31) are asymptotically stable (i.e. the error converges
to zero). This is achieved by choosiKgX) such that (see e.g. [14]):

1. the matrixA(X) — K(X)C(X) and its time derivative are bounded:
IAR) — KK)CK)| < Cq, \2¢ (7.33)
d . o .
|5 (AR = KERICE)I =< Ca, VX (7.34)
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2. the eigenvalues dA(X) — K (X)C(X) have strictly negative real parts:
Re(Ai[AX) — K(X)C(X)]) <C3 <0, YRandi =1to N (7.35)

The importance of the requirement of state observability of the linearised system
becomes clearer at this point: if the linearised system is not observable, it is then
not possible to assign freely the dynamics of the observation error (or in other
words, to have perfect estimation after some defined time), i.e. to select arbitrary
eigenvalues.i. An example will be given in Section 7.3.4 here below.

7.3.3 Extended Kalman Observer

Although the Kalman filter has been originally introduced in a stochastic frame-
work, it can also interpreted as the solution of a (deterministic) optimisation prob-
lem (see e.g. [14], [66]). Indeed the design of the extended Kalman observer con-
sists of finding the gain matriK (X) that minimises the mean square observation
error:

t
E=/ e'Wed (7.36)
0

with the dynamical model (7.31) (“under the constraints of the dynamical model
(7.31)", in the usual notations of optimisation theor\W.is a weighting matrix
that allows different weightings to the different terms of the eerwiith a view to
standardise the error norm, e.g. when the different componesetaref not of the
same dimension.

The gain matrixK (X) can be shown to be equal to:

K(X) = R®)CT (7.37)

where the Nx N symmetric matrixR(X) is a solution of the following dynamical
Riccati matrix equation:

dR

& = —~RCTWCR+RAT(R) + A®R, R=R', R0)=Ry=R] (7.38)

As we shall see here below, the choice of the intial values of the entries of the
matrix R plays an important role in the convergence properties of the extended
Kalman observer.

7.3.4 Application to the General Dynamical Model

Let us see how to design extended Luenberger and Kalman observers to the Gen-
eral Dynamical Model (7.5). Let us consider that some (exap)lyprocess com-
ponents are accessible for on-line measurement, i.e. the output vector is equal to:

y = C& (7.39)
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with C an elementary matrix (i.e. with only “0” and “1” as entries). The matrix
A(§) of the linearised tangent model associated to the General Dynamical Model
(7.5) is equal to:

A(§)=—DIN—|—Y[ E]S SH_&Q) _ (7.40)
The observer equations specialise as follows:
o
= DErYod +F - Qb Ky -ChH  (7.41)

Then the design equations presented precedingly apply.

Example: simple microbial growth processLet us consider the following ex-
ample, i.e. a simple microbial growth process in a continuous stirred tank reactor
(CSTR}*:

S— X (7.42)

Recall that the model dynamics in a CSTR are given by the following equations:

ds 1

— =——uX+DS,—-DS 7.43

dt Yl,U« + DSn ( )

dX

— =uX—-DX 7.44

T (7.44)
With £ =[S, X]T, the matrixA is now equal to:

A= [__ —D —vihx ] (7.45)

Ps px — D

Let us consider as a matter of illustration one particular kinetic model for the spe-
cific growth rateu, e.g. the Haldane model:
noS

= (7.46)
Ks+ S+ Kr

Assume that the substrate concentrat®is available for on-line measurement
while the biomass concentratiofis not. The state observer specialises as follows.
The output matridxC and the gain matriX of the observer are equal to:

=[10, [::ﬂ (7.47)

14The choice of the hioreactor example is arbitrary, yet it will be used throughout the following
sections as the illustration support.
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And the matrixA — KC is equal to:

1l Dk 15
A—KC = [ v S D~k A Yl'ox] (7.48)
s —ka ox —D

The observability matrix is equal to:

0= [ 1 Al 1OA ] (7.49)
—v;hs— D —:hx
By computing the determinant of the mati@x, we can conclude that the system
is observable ifox is different from zero gx # 0). If p = uX, this means that
uw+ g—’)‘(x must be different from zero. For the Haldane model, this meansguthat
must be different from zero, which may happen onlgi& 0. Hence the system
is observable frons.
The observer equations are then equal to:

A

ds 1 S . . .

- = ——,U«max—ASZX +DSn - DS+ k(S-S  (7.50)
dt Y1 Ks+ S+K_|

dX S . . .

ar Mmax—ASZX - DX+ka(S-9 (7.51)
t Ks+ S+K_|

The extended Luenberger observer design consists of choosing the eigenvalues of
the matrix A — KC. In practice, this can be achieved by computing the charac-
teristic polynomial ofA — KC (i.e. det¢.] — A+ KC)) and comparing it with

the characteristic polynomial corresponding to the desired observer dynamics. If
you select a desired error dynamics with stable real poles, this latter polynomial
is here equal tgAr + A1)(A + A2) with A1 andA; strictly positive (we have two

poles because the observer is of order two). The above computation formalises as
follows:

1
det(Al — A+ KC) = A2+ A(ky + 2D + yohs— hx)
1
1., A 1, .
+(-ps+ D+ ki) (D — px) + - px(ps — k2) (7.52)
Y1 Y1
= A+ AD)(A + 12) (7.53)

By identifying the different terms of the two characteristic polynomials (7.52)
(7.53), we obtain the following relationships:

1. .
ki + 2D + Vo Ps— Px =hitiz (7.54)
1
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1 R 1, .
(ps+ D +k)(D — px) + —px(ps — ko) = 1112 (7.55)
Y1 Y1

This leads to the following values for the gakasandky from a chosen set of poles
—Xi1 and—2Ao:

o 1.
k(8. X) = —2D — -fs + dx + A1+ 2 (7.56)
1

P . Y1 1. R

ka(S, X) = ps — —[r1r2 — (G- Ps+ D + k) (D — px)] (7.57)

OX Y1

The extended Luenberger observer is then given by equations (7.50)(7.51) with
the values ok; andky computed as above. The implementation of the observer
requires explicit values fofs and px in the above expression. For the Haldane

model, these are equal to:

A :MOX(Ks—éz/Kl) A oS

— o X=———% (7.58)
(KS+ S+ Kgl) Ks+ S+K_|
Note that the values of the observer gakasandk, are changing with time as a
function of the estimateS and X.

Let us now consider the extended Kalman observer. The mRthias the fol-

lowing form here:
| rars
R=[rr] (759

Then the extended Kalman observer is given by equations (7.50)(7.51) in which
the gainsk; andk; are calcuated according to the following equations:

ki =11 (7.60)
dl’l 2 1 N 1 A
—= = rf_2(= D)ry — 2—pxr 7.62
o z (Yl,os+ 1 LAE (7.62)
dr N n
d_t2 = 12+ 2(px — D)ro + 2psr3 (7.63)
dl’3

1 1
— = —rqr Osr1 — — pxr OX — —ps — 2D)r 7.64
T 3+ sl — o PX 2+ (Px ;s )3 (7.64)
The last three equations (7.62)(7.63)(7.64) are the Riccati equations.

Recall that in the preceding section we have mentioned that the lack of ob-
servability will not allow the observer dynamics to be assigned. Let us illustrate
this.

Let us consider the simple microbial growth process with a proBu@xam-
ple #2 in Section 7.2). We have seen that the model is not observable with one
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FiG. 7.1. Simulation results of the extended Luenberger observer.

measured component. As in Section 7.2, let us considerRhatthe measured
component. The matriA — KC is then equal to:

—v:ps—D —ypx —v-pp—ki
A—-KC = ps  bx—D  pp—k (7.65)
Y20s Y2px  Y2pp — D — k3

It is then routine to check that one of the eigenvalues of the matrxK C is
equal to— D, whatever the values of the gaikg ky andks.
This can be straightforwardly deduced from the characteristic polynomial:

det(l]l — A+ KC) = +D)X2+ar+p) (7.66)
with:

1., R n
o =k +2D + 5 Ps — Px — Ya20p (7.67)
1
. 1, R N R
B = (ks+ D)(D — px + Y—lps) + Ya(kips + kopx — Dpp)  (7.68)

The time response of the observation error is then typically equal to the weighted
sum of exponential terms with negative exponents, where one is eceaPtolt
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FIG. 7.2. Sinulation results of the extended Kalman observer.

is then hopeless to try to look for a convergence rate faster thanwhatever the
values of the observer gains, one pole of the observer will remain equddtdn

the automatic control terminology, the process is not observable (because it is not
possible to assign freely the dynamics of the observer) but is detectable (because
the dynamics of the observer error is asymptotically stable due to the presence of
three poles£D, —a/2 —/a? — 48/2 and—a/2+ /a2 — 48/2) whose real part

is negative).

Simulation results. Let us illustrate the performances of the extended Luenberger
observer and of the extended Kalman observer on the above simple microbial
growth process with Haldane kinetics, and on the simple microbial growth pro-
cess with one produd®.

The parameters and initial conditions of the simulation model are based on
experimental values from a degradation process of lactoseruhioglopseu-
domonas capsulatg275]); they have been set to the following values:

no=033h"1 Ks=5g/l, K| =25g/I, Y1 =05, Yo =0.6
S(0) = 0.9g/l, X(0) =2.05g/l, P(0) =1.229/I
Sn(0) =5g/I, D(0) =0.05h*

Figures 7.1 and 7.2 illustrate the performances of the extended Luenberger ob-
server (ELO) and of the extended Kalman observer (EKO), respectively with a
square variation of the influent substraig for different observer gain values.
The higher the values of the polgs anda, of the ELO (from 0.1 to 1, here), the
quicker the convergence of the estimated values. Similarly, the higher the initial
values of the entries of the matrR (from 1 to 10), the better the convergence of



266 RECURSIVE STATE AND PARAMETER ESTIMATION

Sost- .
[} |
0 | | | | | | |
0 10 20 30 40 50 60 70 80
4
3™~ |
=P B -
x
WL |
0 | | | | | | |
0 10 20 30 40 50 60 70 80
1.24
_ 123
s /’//fff
o
1.22 4
121 | | | | | | |
0 10 20 30 40 50 60 70 80

t(h)

FiG. 7.3. Simulation results of the extended Luenberger observer for an unobservable
process.

the EKO. The initial values of the estimates in the observers have been set to the

following values:X(0) = 0 g/I, $(0) = 0.9g/! (ELO & EKO) = 0g/| (ELO for

the unobservable proces$)(0) = 1.22g/! (ELO for the unobservable process).
Figure 7.3 illustrates the inability to assign arbitrarily the dynamics of a classi-

cal observer (here, the ELO) when the system is unobservable, as is the case for the

simple microbial growth with only one on-line measurement (hEjeThe chosen

polesii andA; correspond to much faster dynamics than the residence tibe 1

(A1 =22 =10>> D =0.05). We note on Figure 7.3 that after a fast transient, the

dynamics of the observer are dominated by the residence time/ De(itLtakes

about three times the residence (60 hours) for the observer to converge).

7.3.5 Performance of Classical Observers in Presence of Model Uncertainties

Let us now illustrate the performance of a classical observer when some of the
model parameters are badly known. Let us consider here the ELO applied to the
estimation of the biomass concentrati¥nfrom measurements of the substrate
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concentratiorS in a simple microbial growth proce'Ss Let us consider Monod
kinetics®: S

Ks+ S

with max the maximum specific growth rate(h) andK s the saturation constant
(g/1). Assume that the yield coefficieivy is known while the kinetic parameters
max andK s may be such that their values may have been determined with some
uncertainty. The observer equations are then equal to:

dS 1 S . .

— = ——jmax=——=X+ DSn — DS+ Ki(S— S 7.70

dt YlumaXKs—l—S + DS§n + ka( ) ( )

dX S . .

— = — X — DX+ k(S-S 7.71

dt Mmax Kst 8 + ka( ) ( )

I = max (7.69)

SandX represent the estimations fand X given by the observer. The para-
metersiimax andK s used in the observer computation may be different from their
“true” valuespumax andKs.

Recall that in the ELO for this system, the gaksandk, are selected as
follows:

A

1 Ksllmax;( + llzmaxs

Ki=A14+ 42— — - —max— _ 2D 7.72
Y1 (Ks+952 Ks+S ( )
Ks+ S imaxS
kx="1 NS ~[—A1A2 + (A1 + A2)(D — Fmax =)
Mmax Ks+ S
LmaxS 1 imaxKsSX
(D - lfmax )2 + L Hmaxhs (7.73)

Ks+S Y1 (Ks+9$?3
in order to have observer dynamics assigned to desired vajusmsdi, (See Sec-

tion 7.3.1). Let us test the performance of the observer with a wrong value of one
of the kinetic parameters. The numerical simulation conditions are the following:

Y = 0.5, pumax=0.33h71, Ks=5g/l, Sn =59/I
D =0.05h"1, X(0) =1g/l, S(0)=0.5g/!

The observer has been initialised witD) = S(0) and X (0) = 0. Figure 7.4 shows
the estimation results with 10 % error & (Ks = 4.5 g/l instead of 5) for two
sets of design parametdesandk, (one corresponding thy = A2 =-0.1 (“slow”

dynamics), the other foxry = A, = -10 (“fast” dynamics)}’. The results are quite

15The choice of the extended Luenberger is obviously arbitrary and is not based on any priori idea
about its advantages and drawbacks.

16The choice of the Monod model is obviously also arbitrary. For instance, we could have as well
chosen the Haldane model in the preceding section.

17Similar results are obtained with an error o ax.
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FiG. 7.4. Extended Luenberger observer with a wrong valueef (initial transient)(-:
“true” simulated values).

typical of classical observers but also of any “high gain” observers for nonlin-
ear systems: the higher the gain, the worse the state estimation results. Indeed high
gain (fast dynamics) will result in a good estimation of the measured variable (here
S)(it is impossible to distinguish on the figure betwegand S!) while rejecting

the parameter uncertainty on the estimated variable (ker&his simple example
shows that there is a need to develop observers that can handle parameter uncer-
tainty, a typical situation encountered in (bio)chemical process applications.

7.4 Asymptotic Observers

One of the reasons for the popularity of the EKO/ELO is that it is easy to im-
plement since the algorithm can be derived directly from the state space model.
However, since (as the ELO) it is based on a linearised model of the process, the
stability and convergence properties are essentially local and valid only around
some operating point, and it is rather difficult to guarantee its stability over wide
ranges of operation. Ljung [158] shows that the EKO for state and parameter es-
timation of linear systems may give biased estimates or even diverge if it is not
carefully initialised.
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One reason for the problem of convergence of EKO/ELO is that, in order to
guarantee the (arbitrarily chosen) exponential convergence of the observer, the
process must be locally observable, i.e. the linearised tangent model must be ob-
servable and fulfill the classical observability rank condition. This condition, as it
turns out, is restrictive in many practical situations (as illustrated in Figure 7.3)
and may account for the failure of EKO/ELO to find widespread application (e.g.
[14], [16], [71]).

Another problem is that the theory for the extended Luenberger and Kalman
observers is developed using a perfect knowledge of the system model and para-
meters, in particular of the process kinetics: it is difficult to develop error bounds
and there is often a large uncertainty on these parameters. The performance of
ELO/EKO in the presence of badly known parameters has been illustrated in the
preceding Section 7.3.5.

It appears from the above remarks that there is a clear incentive to develop
alternative methodologies for the on-line estimation of the unmeasured concen-
tration variables in wastewater treatment processes that do not rely on parts of the
dynamical model that may be largely uncertain, and that do not require in particular
the explicit use of kinetic models. Indeed, the objective of this section is to propose
an alternative to EKO/ELO and use process mechanisms in a more direct manner
to develop a nonlinear observer applicable to the estimation problem of wastewater
treatment processes. The proposed observer is based on the well-known nonlinear
model of the process without the knowledge of the process kinetics being neces-
sary. In order to advance the application of this method, we discuss its stability and
convergence properties. We would like to emphasise that the presented results are
global (i.e. independent of the initial conditions) as opposed to the local properties
for EKO/ELO (see e.g.[14]).

This section is organised as follows. We shall first present the general method-
ology for single tank bioprocesses and discuss its theoretical convergence prop-
erties and the practical implementation aspects. Then we shall present a real-life
application on an anaerobic digestion process. Finally we shall introduce the ex-
tension to fixed bed reactors.

7.4.1 Asymptotic Observers for Single Tank Bioprocesses

The derivation of the asymptotic observer equations are based on the Key State
Transformation introduced in Section 2.8 and on the following assumptions:
1. p &= M (the number of reactions)) components are measured on-line.

2. The feedrate$, the gaseous outflow rat€3 and the dilution rateD are
known either by measurement or by choice of the user.

3. Theyield coefficient matri¥X is known.
4. The reaction rate vectaris unknown.
5. The M reactions are irreversible and independent, i.e. YgrikR = M
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From assumption 1, we can define the following state partition:

_ &
£ = |:$2] (7.74)

whereg; andé; hold for the measured component concentrations and the unmea-
sured ones, respectively.
Let us recall the state transformatigrintroduced in Chapter 2 (Section 2.8):

¢ = Caéa + Coép (7.75)
whereC, andCy, are solutions of the matrix equation:
CaYa+CpYp =0 (7.76)

and with the following dynamical equations (independent of the reactiomate

d
S =D + Ca(Fa — Qa) + Co(Fo — Qb) (7.77)

Let us consider one (arbitrarily chosen) transformatiatefined by (7.75, 7.76).
The variable; can be rewritten as a linear combination of the measured and un-
measured statés andé,, i.e.:

¢ = Ad1+ Az (7.78)

The equations (7.78)(7.77) are the basis for the derivation of the asymptotic ob-
server. The dynamical equationsgoéire used to calculate an estimate @h-line,
which is used, via equation (7.78) and the on-line datg pfo derive an estimate

of the unmeasured componént Let us further assume that the mat#Ax is (left)
invertible. The following two cases can be differentiated.

Case#1p=M
In this case, the asymptotic observer is written as follows:
dz .
at —D¢ + Ca(Fa — Qa) + Cp(Fp — Qp) (7.79)
& = AC — At (7.80)

Commentif we consider the most simple and straightforward choice for the
state transformation, i.e. with&; = £; andé; = &, and withCyp = In_p, then
we have:
AL=-YoY[h Ar=Inp (7.81)

And therefore the condition on the invertibility &%, is in fact a condition on

the invertibility of the submatrixyy (i.e. Y1 is full rank or ranki1) = M). This
condition is indeed fulfilled from assumption 5 (independent reactions) and if the
measured variables are independent.
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Case #2: p> M

Assume that the number of measured components is larger than the number which
is strictly necessary than the one needed, i:2.\. Then the asymptotic observer
is modified as follows:

d
di — D¢ + Ca(Fa— Qa) + Co(Fo — Qb) (7.82)
= AJIC — Asga] (7.83)

whereA; is a left inverse ofA; (see the example (case #3) here below).

The observer (7.79)(7.80) or (7.82)(7.83) is completely independent of the pro-
cess kinetics and can be implemented without the knowledge of the reaction rates
p (&) being required.

Theoretical convergence of the asymptotic observ&he convergence properties
can be summarised in the following theorem.

Theorem 2: If the dilution rate D is a persistently exciting signal, i.e. if there
exist positive constantsand 8 such that:

t+p
/ D(r)dr =6 >0 (7.84)
t

then:
Nim (62 —£2) =0 (7.85)

Proof: the proof of the theorem is immediate if one observes that, from (7.77),
(7.79), (7.80), (7.83), the dynamics of the estimation error is equal to:

dé2 — &) Ez)

g —D(& — &) (7.86)

QED

Remark #1the persistence-of-excitation condition 8nsimply requires that
D is not equal to zero for too long. This condition is clearly easily fulfilled in
fedbatch and continuous reactors.

Remark #2the general formulation of the estimation algorithm (7.82), (7.83)
with the introduction of the left inverse allows for larger flexibility in the use of
the asymptotic observer since it permits the possible presence of a number of mea-
sured variables larger than M to be taken into account. Let us illustrate this in the
following example.
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Example: anaerobic digestion procesd.et us consider the simplified two step
anaerobic digestion reaction network:

S— X1+S+ P (acidogenesis) (7.87)

S— Xo+ P14+ P (methanisation) (7.88)
where S, S, X1, X2, P1 and P, represent the organic matter, the volatile fatty
acids, the acidogenic bacteria, the methanogenic bacteria, the carbon dioxide, and

the methane, respectively. The associated general dynamical model is given by the
following vectors and matrices:

= -¢ 0 DSn 0
S Y3 —Y—12 0 0
| X 1 0 _ 0 10
§ = X5 , Y = 0 1 , F= 0 , Q= 0 (7.89)
Py Ys Ys 0 Q1
| P2 0 Ye 0 Q2
[ p1 1 X1
= = 7.90
P _pz] [szz} (7.90)
Let us first define one state transformatigre.g.:
S
X
2= [X;] L e (7.91)
P2
with: L
- 01
10 Y3 —
Y = s Y = Y2 792
? [0 1} ° Ya Y5 (7.92)
0 Ys
Therefore ifCy is chosen as an identity matri€g = 14), thenC, is equal to:
1
v, O
Cac —Yovile | Yo ¥ (7.93)
a a Y4 —Ys '
0 —VYs
The dynamics ot are here equal to:
q {1 &1 DSn
&2 &2 0
— =-D 7.94
dt | ¢s {3 + —-Q1 (7.94)

4 4 -Q2
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Note that sincd-; = Qg = 0, the dynamics of are also independent of the yield
coefficients. This has been callediige partitionin Bastin and Dochain [14].
Case #1: $and B are measured on-line

ThenA; and Az are equal to:

00 1¢ 00
10 0-Ys < 0
A = s A = Y2 795
1 00 2 0—Ys - 1 (7.95)
01 0 0 —Ys0

Therefore,S;, X1, X2 and P, can be estimated by using the asymptotic observer
via the dynamical equation @f(7.94) as follows:

& o P, 4

S=04 +E(SZ ————;z> (7.96)
0. 1 E_ﬁ_

X1 = Y S+ £2) (7.97)
X = —(P2—§4) (7.98)

Ya +Y4+Y3Y5

Pr =03+ Y—382 AL VaYe (P2 —¢2) (7.99)

Case #2: $and X; are measured on-line
This choice is interesting because it corresponds to a wrong choice of measured

variables, sinc&; and X1 are not independent. Indeed the matridggsand A, are
then equal to:

¢ 1 0 000
0 v 1L o0
Ar — 3 Ay — v, 7.100
! 0 —Yq |’ 2= 10-Y¥s10 ( )
0 0 0-Ys01

The matrixA; is obviously not invertible (the first row is equal to zero!).

This example shows that not any choice of M measured components is valid
for the implementation of the asymptotic observer: the submairimust be full
rank, i.e. the measured components must be independent or the measured compo-
nents have to take part in all the reactions (at least one in each reaction) in order to
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avoid a submatrix1 with (a) column(s) only filled with zeros.
Case #3: &, P; and B are measured on-line

Now the number of measured variables is larger than Mnlkg this case, the
vectorsg; andép are equal to:

S S
q=|PL|, &=|X1 (7.101)
P2 X2

and the matrice\; and A, are then defined as follows:

000 1 % 0
100 _ o_YSYi

A=l510]" M"o—n—% (7.102)
001 0 0 —Ye

A is not a square matrix anymore. Then we can choose, as a left inverse, its left
pseudo-inverse:
AS = (Al A)~IA] (7.103)

which takes the following form in our example:

0100
Af=|0010 (7.104)

0001

Implementation aspects: choice of the sampling periothe practical computer
implementation of the asymptotic observer (7.79)(7.80) or (7.82)(7.83) requires
that it be rewritten in a discrete-time form. This can be done simply by replacing
the time derivative of by a finite difference (using a first order Euler approxima-
tion):

d¢ 41— Gt

= ot ot

dt T
whereT is the sampling period andandt + 1 are time indices. The asymptotic
observer is then written as follows for the general casel:

(7.105)

ft+1 = & — T De&t + TCa(Fat — Qat) + Co(Fot — Qot)  (7.106)
E2t41 = A;[Ct41 — Arbr i1l (7.107)

For the discrete-time equation, the value of the sampling period plays a role in the
stability. In fact, if the dilution rateD is bounded as follows:
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0 < D(t) < Dmax (7.108)
then equation (7.106) will remain stable as londrais smaller than 2Dy ax:
2
T< (7.109)
Dmax

Equation (7.109) gives a condition for the stability of the discrete-time version
of the asymptotic observer. But even if the sampling pefioés chosen so as
to fulfill condition (7.109), large values of may introduce oscillations in the
estimation. As a matter of fact, if we assume tBais constant, the dynamics of
are characterised by a (discrete-time) pole equal ta(D}. It will be negative ifT
is larger than 1D (T > 1/D) and then corresponds to oscillating (underdamped)
dynamics forz. Therefore, in order to avoid (undesirable) oscillations, condition
(7.109) can be replaced by:

1

Dmax

T <

(7.110)

Remark:note that different sampling periods may be used for the computation
of the variableg and the calculation of the observation&f, e.g. a “fast” com-
putation of the variableg and a slower computation of the estimated values of
&». This choice may depend on the measurement sampling interval which may be
different from one variable to another.

Application to an anaerobic digestion procesd.et us consider the on-line esti-
mation of S, X1 and Xz from the measurements of methaeand volatile fatty
acidsS. This corresponds to the case #1 hereabbve

Note that in practice the methane gas is a low solubility product, and therefore
the model reduction approach discussed in Chapter 2 (Section 2.9) applies:

dfe _

P, =0, 0 7.111
2 ot ( )
Therefore the asymptotic observer specialises as follows:
dz .
_d‘?tl = —D{1 + DSn (7.112)
dZo .
2 — _D 7.113
dt ¢2 ( )

18we did not consider the on-line estimation@®, (P1) which is indeed directly obtained either
via the gas flow rate andO, percentage measurement, or via the gas flow rate ar@Higercentage
measurement under the assumption that the outflow gas is composed almost exclusely dyd
CHg.
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FiG. 7.5. On-line data of the asymptotic observer for the anaerobic digestion process.

d

di“ — D&-Q (7.114)
S=a+ —(Sz -2 ) (7.115)
N 1
%= (8- (7.116)
N 1.
Xp ==l (7.117)

The asymptotic observer has been implemented on a 60 liter pilot CSTR of the
Unit of Bioengineering, Universit Catholique de Louvain, Belgium ([14]). The
values of the yield coefficients are equal to:

Y; =0.3125 Y, =0.035 Y3=57, Yg=273 (7.118)

Figure 7.5 shows the data used for the on-line estimation (volatile fatty &gids
methane gas flow rat®, denotedQcHh, in the figure), influent organic matter
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FIG. 7.6. Estimation results of the asymptotic observer of the anaerobic digestion process
(- ¢1(0) = 11,62(0) = 4,£4(0) = -6 ; - 1¢1(0) = 11,¢2(0) = 3.9,84(0) = 05 - . -1¢1(0) =
11,£2(0) = 6.65,54(0) = -13.65).

concentratior§,, and dilution rateD. The estimation results are given in Figure
7.6. Different initial conditions for the auxiliary variableshave been considered:

—:81(0) = 11, £(0) = 4, £4(0) = —6
——:0(00) =11 (0 =39, 240 =0
—.—:21(0) = 11, £2(0) = 6.65, 74(0) = —1365

Note that the asymptotic observer converges after an initial transient to the same
estimation profile. The convergence time is approximately equal to 60 days, which
corresponds to three times the residence time (or equivalently the inverse of the
dilution rate, see Figure 7.5).

One of the major difficulties that we had to face here was the validation of
the on-line estimates provided by the asymptotic observer, since no measurement,
even indirect, of the different (acidogenic and methanogenic) bacterial populations
is available. So we have been using COD data for the validation, more precisely
the difference between the total COD and the soluble COD, which are known
to represent fairly well the active biomass population in the processxi.e:
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X2 ([14]). The last figure in Figure 7.6 compares these data with the sum of the
estimatesX, + X» for the three different initial conditions.

7.4.2 Asymptotic Observers for Multi-Tank Reactors

The design of the above asymptotic observer can be easily extended to multi-
reactor processes, since the definition of the transformatiemthe same. The
main question is the stability of the dynamics of the auxiliary varialgldsee
Chapter 2, Section 2.8):

d¢

at = —(CpDpp + CaDap)Cp *¢ + Ca(Fa — Qa) + Co(Fb — Qb)

+[(CbDpb + Ca Dab)cl; — CpDba — CaDaaléa (7.119)
with:

Dba Dobb
The stability of (7.119) is determined by the matrix:

D= [Daa Da"-’] (7.120)

—(CpDpb + CaDap)Cy (7.121)

We shall not develop this point in detail here (see e.g. [56]). Rather we shall con-
centrate on one example (the basic model of the activated sludge process), and
discuss its stability.

Let us first recall the equation of the basic model of the activated sludge pro-
cess, written as follows in the General Dynamical Model format:

S _Y_ls Din Sn
X 1 0
XRr 0 0
D 0O O 0
3 3 |lobp 0 o0
p=uX.Q=0.D=| o 5 o (7.123)
0 0 —D3 Dg4

with the following definitions foD;,, D1, D2, D3, andDy:

Fin Fr Fin + Fr Fr + Fw
Din= - D,=-2 Dy=Djn+Dp Dg=-"""R p,= RT W
in y, 2 y, 1 in + D2 3 Vs 4 Vs
(7.124)

Let us consider, as in Section 2.8.3, the following state partition:
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S
a=X, éb=| S0 (7.125)
XRrR
This means that the different dilution matrices are equal to:
Daa = Dl, Dab = [0 0 _Dz] (7126)
0 D 0 O
Dpa = 0 , Dob=1| 0 D1 O (7.127)
—D3 0O O Dg

If we selectCp = I, the matrixC, is equal to:
Ca=| -L (7.128)

and the auxiliary variable is written as follows:

S+ X
(=] S+ %X (7.129)
XR

The stability of the dynamics of the auxiliagy (and the underlying asymptotic
observer) is determined by the matrix (7.121) which specialises here as follows:

D1 0 —§2
0 —-Di—¢2 (7.130)
0 0 —Ds4

Its eigenvalues are negativel, and D, are positive, i.e. if
Fin + FR > 0andFr + Fw > 0 (7.131)

which holds for instance if the sludge is being recycled & 0).

Let us now consider the problem of estimating the concentrations of organic
matterS, and of the biomasX and Xy both in the aerator and in the settler, from
on-line data of dissolved oxyge®s. This means that; and &, are defined as
follows:

S
£1=S0, 2=| X (7.132)
XRr
The asymptotic observer is then written as follows:
dz Fn+Fr. F F
1 _Tn TRy L INg, 4 Ry (7.133)

dat Y] v VYs
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FIG. 7.7. Estimation results of the asymptotic observer of an activated sludge process.

d_22: F|n+FR

ot —— o +ka(sy - So) + —4“3 (7.134)
dis FW+FRA Fin + FRr

TV {3+ Vs (¢2 — So)Yo (7.135)

S= (fl—Yos:z-i-YoSo)Ys (7.136)

X = (& — So)Yo (7.137)

XR = (3 (7.138)

The implementation of the asymptotic observer further requires on-line data of
the influent flow ratd=j,, of the influent organic matter concentrati§f, and of

the recycle and waste flow ratés and Fy. And besides the values of the yield
coefficientsYs and Yo, we also need the values of the mass transfer coefficient
kLa and of the saturation concentrati6g.

Figure 7.7 shows the application of the asymptotic observer to a wastewater
treatment plant (the Maria Middelares treatment plant, Gent, Belgium)(see also
[76]). The available data were the on-line data of dissolved oxygen and influent
COD (obtained from an on-line respirometer), some off-line measurements of the
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COD in the effluent and of the suspended solids in the aerator (yet no precise
measurement of the recycle flow rate and only time points (t = 208 h and 449
h) when discontinuous sludge wastage was carried out). The state estimation is a
challenging question if we consider the measurement constraints, and the oversim-
plification of the model dynamics. Figure 7.7 shows the estimation results. Figures
a, b and c show the data of the influent flow r&g, the influent substrate con-
centrationS,, and the dissolved oxygefo, respectively, while Figures d and e
compare the estimation results given by the asymptotic observer with the off-line
data forSand X, respectively. The computed value Xk is also shown (in dotted
lines) in Figure d. The recycle flow rater was kept constant at the design value

of 8m3/h. The volumes arevV = 380m?, Vs = 265m?; the determination o8
andk; a gave the following result:

S5 =10mg/l, k,a=17h"1 (7.139)

We note that although the reaction scheme is very simple and that some of the data
are not very precise, the reaction scheme is fairly well validated.

7.4.3 Asymptotic Observers for Tubular Bioreactors
Let us now discuss the extension and application of the asymptotic observer design

to non completely mixed reactors.
Let us modify the first assumption introduced in Section 7.4.1:
1bis.p (= M) components are measured on-laleng the reactor
and introduce a sixth one:
6. The axial mass dispersion coefficiebt,, and the reactor sectioA are

known.

Recall that we had considered in Section 2.8.2 (Chapt€,2) | and that the
vector of the fixed componegt; has been put iy:

&bt
= 7.140
b= | 2] (7.140)
Then we can rewrite the auxiliary varialijeas follows:

¢l Epf Cat
= = 7.141
¢ [Cfi] |:§fi:|+|:caei|§a ( )

The dynamics of can then be written as follows:

s Fin 9¢s 9%¢ 1)

(7.142)

at A oz am 522
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AL i Fin . 0&a 9%€a
Tt T A ey, tDamCeeya (7.143)

Assume that the measured components are put in the vecf{oe. we consider

a particular choice fof1 andés (1 = &a, &2 = &p); this is done only to simplify

the approach but, of course, other choices are possible). Then by using the same
arguments as above and the equations (7.141), (7.142) and (7.143), we obtain the
following asymptotic observer for tubular bioreactors:

CIg] Fin 911 021
20 > 1 7.144
ot A oz am 522 ( )
a¢+i Fin . 0%a 9*ta
Tt T A ey T DamCaeyzy (7.145)
. . [cC
f2=0( - [Caf ] &1 (7.146)
ae

There remain two key questions with the above asymptotic observer:

1. The above observer is written under the form of (“infinite dimensional”)
partial derivative equations (PDESs). These are not very easy or convenient
to handle in practical control and monitoring applications. Moreover, it is
assumed that p components are available for on-line measuratorgtthe
reactor. In line with a number of works on the subject (e.g. [97], [136]), we
propose to “reduce” the above PDE equations to a finite number of ordinary
differential equations (ODES) at a finite number of positions along the reac-
tor and to consider the reduced equations for the practical application of the
observer. This will the object of the next section.

2. The second key question is to know whether the proposed observer is reli-
able, i.e. under which the conditions it will give estimates that converge to
their true values: this will be addressed on page 284.

Practical implementation of the asymptotic observdret us reduce the PDEs of

the asymptotic observer (7.144) to a finite number of ODEs. We shall not discuss
the choice of one reduction method here (see e.g. [277], [211] for this topic); we
shall only assume that the user has chosen one method for approximating the PDEs
(e.g. finite differences, orthogonal collocation,...) and that the reduced model is a
fairly good representation of the PDE asymptotic observer (7.144). Whatever the
reduction method, the partial derivatives of the varialgiesvith respect to the
space variablg are approximated by a weighted sum¢pfat a finite number of
positionsz; (j = 0 to q,where 0 and ¢ hold for the input and output of the reactor,
respectively) along the reactor:
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Gi(z=121) Gi(z=20)

ak | dGz=2) | . |&G@EZ=2)

Gi(z=129) 6i(z=12g)
dim@) =q x 1,dimCy) =q x q (7.148)

If we consider a finite difference approximation, the matri€gs(k = 1, 2) are
equal to:

71 0 0--- 00T
-11 0. @ : 1
-1 - U 110
Ci= 0 -1 1. ca=—1. (7.149)
Zlo 0 —1... i g
- 0
D10
0 0 0 —11
21 0---0 0]
1-21-.-: : 1
) 1 ot 1
2= 01—z J=—— .| (7.150)
A2%1 0 0 1.0 ¢ (A2
0
o e =21
0 0 0. 1 —2]

whereAz is the spatial discretisation step.

The reduction procedure results in a rewriting of the auxiliary variapjesnd
of the asymptotic observer equations under ODEs at each pozjtigr 1 to q).
Then the dynamics of the auxiliary variables and of the asymptotic observer
become:

Dynamics of s:

den
dt

déri F F
% = [DamC2 — Kcl]caeéa + [DamC2 — ch]caefl,in (7.152)

F F
= [DamC2 — ch]frl + [DamC2 — Kcl](gz,in + Catéyin) (7.151)
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Asymptotic Observer:

dz E . =
G = [DanCz — 4 Calén + [Danz — 5 &1](€2in + Carérin) (7.153)
déri E =
% = [DamCz — 5C1]Cacéa + [DamC2 —  1ICackLin (7.154)
with:
[ &ra(z=121) ]
&r1(z=2zy)
= [m } = : (7.155)
Lri :
&r,R(Z=121)
L &r.R(Z=2Zq) |
G 0.0 .
Sy e Ck
RPN o :
0 0--- ék Ck

One important feature of the above equations (7.151)(7.153) is that the tubular re-
actor is approximated by a stirred multi-tank reactor. In case of a finite difference
approximation, the equations represent a cascade of stirred tank reactors; but with
other approximation methods (e.g. collocation methods), the model exhibits inter-
connections between each of the stirred tank reactors of the ODE model since the
entries of the matrice§y (k = 1, 2) are generally different from zero [155].

Stability properties of the asymptotic observeket us start by analysing the sta-
bility of the PDE asymptotic observer.
If we define the estimation erreron the auxiliary variables as follows:

p i —Ci efl
S [Cfi—ffi] [efi] ( )
the dynamics o€ are given by the following equations:
. 2
gerl = Fin 9811 + D Gl es)(t =0,2) =ef0(2) (7.158)

at A oz amyz2
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deri

= =0 eri(t=0,2) = efio(2) (7.159)

The analysis of the second equation (7.159) shows that under the assumption pre-
sented above, any initial bias will remain (this is exactly the same as for the batch
reactor in stirred tank reactors).

Let us now analyse the first error equation (7.158). First note that it is a linear
equation. IfDanm, is different from zero (parabolic equation), it is characterised (see
e.g. [285]) by the following simple, real, negative eigenvalugsn > 1:

s+ u? u?
_ - _
4Dam 4Dam

An = <0, foralln=>1, (7.160)
where{s, : n > 1} is the set of all the solutions to the equation (called the resolvent
equation):

L 5 = 2us
2Dam  s2—u?’
with u = Fj /A andL the length of the reactor.

If Dam is equal to zero (hyperbolic equation, plug flow reactor), the solution
of the equation (7.158) is of the following form:

tan(

s>0, (7.161)

ef(t,2) = efo(z—ut), ift <z/u
=0 ift>z/u

Therefore the equation (7.158) is asymptotically stable, and the asymptotic ob-
server for the componenss is convergent.

Let us concentrate on the stability properties of the reduced form (7.153) of
the asymptotic observer, to see in which conditions the above stability result is cor-
rectly transferred to the discretised version of the asymptotic observer. For obvious
reasons, we shall only concentrate on the error dynamics (7.158). If we define the
observation error:

e=¢ —§ (7.162)
then the dynamics of the observation e readily obtained from (7.151)(7.153):
de F
at [DamC2 — K]e (7.163)

Therefore the stability depends on the state matrix:

F
DmaC2 — Kcl (7.164)

Because of the diagonal structure of the matriCesand C,, the stability of the
above state matrix (7.164) depends on the stability of each submatrix:
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~ F -
DmaC2 — Kcl (7.165)

Therefore it follows that the asymptotic observer (7.153) will be asymptotically
stable, i.e.:

lim & =4 (7.166)

if the eigenvalues of the matri®maCo — %Cl are stable. Note that the stability

of the asymptotic observer only depends on the axial mass transfer and not on the
kinetics. In other words, the reactor may be unstable (due to kinetics like the Hal-
dane kinetics, see Section 2.2.6) while the asymptotic observer is asymptotically
stable (because of stable hydrodynamics).

Note also that it is routine to check the stability of the matrix (7.165) by using
any matrix computation program. An interesting particular case is the finite differ-
ence approximation of a fixed bed reactor without dispersidg(= 0). Indeed,
the stability then simply depends on the matﬁﬁ:l , and it is straightforward to
check that the matri>§C1 (see equation (7.149)) is stable as longFas posi-
tive. The stability properties of the hydrodynamics approximated via orthogonal
collocation are analysed in Lfreet al. [155].

Example. Let us consider a plug flow reactor with fixed biomass and with the
following reaction scheme:

S— X+P (7.167)
X — Xg (7.168)

with X4 the dead biomass. The dynamics of the process are given by the following
equations:

9S _ FndS 1

>__Mnf%>_ 2 x 7.169
ot Adz Y (7.169)
IP Fin 0P
& Ot X 7.170
at A 9z T H (7.170)
IX
= = uX—lgX (7.171)

0 Xy Fin 0 X4
fd _ _FndXd o 7.172
ot A oz Tk (7.172)

Assume first that and Xy are available for on-line measurement (wheand P

are not). Assume also that the specific growth ratnd the death/detachment co-
efficientky are unknown. Then the asymptotic observer can be derived as follows.
The auxiliary variableg are derived from equation (7.141) and are, for instance,
equal to:
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{2 =P +Y1Y2S (7.174)
The asymptotic observer equations are then written as follows:

31 _ Find(Xd + Y19

= RASACTLIR b d (7.175)

ot A 0z

3% Fin 02

P2z _ _Tinf2 7.176

ot A 9z ( )
X=10—Xgd—-Y1S (7.177)
P=20—Y1YsS (7.178)

Another option is when the death coefficiégtis known. Then only one measure-
ment is necessary, e.g. the substrate concentr&idimere are now three entries
for the auxiliary variable , e.g.:

a=X+YiS (7.179)
{2 =P+ Y1Y2S (7.180)
3 = Xq (7.181)

Then the asymptotic observer specialises as follows:

31 Fin,, 0S

=Y, _kg(21— V1S 7.182

o NALFT ka(¢1 — Y19) ( )

3C2 Fin 922

g2 _ _Tin 952 7.183

ot A 0z ( )

3C3 Fin 93 A

958 _ _Tin 953 ~Y;S 7.184

o NEE +Kd(¢1 — Y19 ( )
X =10 —Xg—Y1S (7.185)
P==0—YiYeS (7.186)

Xdq = &3 (7.187)

7.4.4 Asymptotic Observers as a Tool for Model Selection

Here above we have seen that asymptotic observers are independent of the process
kinetics. In this section an approach is suggested on how to use asymptotic ob-
servers for model selection, more precisely to model and validate reaction schemes
independently of the reaction kinetics [76]. We shall first introduce the modelling
concept and procedure based on the asymptotic observer. The results will be illus-
trated with one process: a detoxification reactor.

Model selection procedure.The basic idea of the approach is to use the asymp-
totic observer not for on-line estimation but for model building, more precisely for
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modelling the reaction network part of the dynamics independently of the kinet-
ics. It is based on the convergence properties of the observer: because of these, we
know that the asymptotic observer is able to give a reliable replica of the dynamics
of the process components if the reaction scheme is correct (i.e. representative of
the key process reactions) and only if the values of the yield coefficients are known
(and not the reaction kinetics).

Assume that a set of experimental data of the concentrations and (when ap-
propriate) gaseous outflow rates of the key process components (whose number is
equal toN) as well as of the hydrodynamics (mainly, the flow rates) are available.
The model selection procedure is the following.

1. Select a plausible reaction network involving the measured components.

2. Build the dynamical model in the format of the General Dynamical Model.

3. SelectM (= number of a priori selected reactions) components and build the
asymptotic observer to estimate tNe— M remaining components.

4. Trytofitthe estimated values of tie— M components to their experimental
values by selecting appropriate values of the yield coefficients.

5. The final step is usual: either the fitting is satisfactory and you stop, or it is
not and you go back to the first step (select another reaction scheme candi-
date, possibly with another set of process components).

Illustrative case study: a detoxification processsoil decontamination has be-
come an important matter in wastewater treatment in recent years, resulting for in-
stance in the increasing use and development of biological detoxification processes
[125]. For instance, polychlorinated aliphatic compounds [175], [33], recalcitrant
compounds, and halogenated aromatic compounds [40] extracted from the con-
taminated soil may be treated by microbial mixed populations in strict anaerobic
conditions. In this context, a packed bed reactor has been developed and success-
fully applied to the anaerobic destruction of a mixture of toxic and recalcitrant
molecules (chlorinated aliphatics) on a laboratory scale [175], [33].

The anaerobic detoxification is a complex biochemical network involving dif-
ferent microorganism populations and biochemical reactions. A four-reaction model
is often considered to describe it [178] (see Figure 7.8). Here again the constraints
on the available data for modelling are quite hard: only off-line measurements
of hydrogen, acetate, toxics and non-toxics at the reactor output, and of the co-
substrate in the influent are available. A plausible reaction network is then:

S— Hy+VA (7.188)
Ho+T — Nt (7.189)
whereS, Ho, V A, T and Nt represent the co-substrate (ammonium citrate), the

hydrogen, the acetate, the toxics and the non-toxics, respectively. Different sets
of data corresponding to different experiments are available. Because of the high
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FiG. 7.8. Scheme of the four-reaction model of the anaerobic detoxification process.

recirculation rate (usually 187d), the reactor is run under rather homogeneous
conditions, and the transport time delay between the reactor input and its output
is negligible with regard to the measurement frequency (the lowest measurement
frequency is 3-4 days for the acetate). This validates the use of a stirred tank reactor
model. Therefore the dynamics of the process in the General Dynamical Model
formalism are as follows:

S -1 0 DSh |
V Ay Y. O 0
%.: H2 aY= Y2_Y_3 7F= 0 ’p:|:p1i|’Q_O
T -< DTin 2
Nt 0 1 DNin |
(7.190)
Let us consider the state partition:
s VA
§1= [H ] cE= T (7.191)
2
Nt |
The asymptotic observer equations follow from the above model:
dz .
9 b — kDS, (7.192)

dt
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FiG. 7.9. Experimental data and estimation results of the detoxification process (Bioengi-
neering unit, Louvain-la-Neuve, Belgium) (o: experimental data, -: asymptotic observer

results).
d¢ ~ YaY
%2 _ _pg, - 2Bpg, + DT (7.193)
dt Ya
dés A _
i = ~Di3+Y2¥3DSn + DBNy, (7.194)
VA =4 +Y1S (7.195)
A oA YoY3 Y3
{2+ va + v, 2 ( )
Nt = %3 — Y2Y3S — YaHz (7.197)

The asymptotic observer-based modelling procedure has been applied on three sets
of data with similar results. Since the co-substrate is not measured at the reactor
output and COD estimation indicates its complete utilisation, its value has been
assumed in rough approximation to be negligible. Figure 7.9 shows one set of
results for whichD = 0.014 d'1, S, = 0.3 gCOD/I,Ni, = 457 mg/l, Tin = 25

mg/l. Figure 7.9.a gives the data bf, and Figures 7.9.b, ¢ and d compare the
experimental data of A, T and N with their estimates provided by the above
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asymptotic observer for the following values of the yield coefficie¥iss 33,Y>
=800,Y3=1.25,Y4 = 5000. Note the fairly good validation of the reaction scheme.

7.5 Observers for Processes with Badly Known Kinetics

So far, we have considered (classical) observers when the kinetics are perfectly
known, and asymptotic observers when the kinetics are assumed to be unknown.
We shall now introduce an intermediate class of observers, i.e. observers of pro-
cesses for which the structure (“models”) of the kinetics are known but with badly
or unknown parameter values [77].

7.5.1 State Observer with the Unknown Parameters as Design Parameters

The first approach that we propose in this section is based on the following idea:
why not use the badly known kinetic parameters as extra design observer para-
meters in order to guarantee (at least) zero steady state observation errors for the
unmeasured variables?

Let us denote the badly known parameterg$byhe process dynamics (7.25)
can be rewritten as follows:

dx

— =fxu0) (7.198)

dt

If we consider that the output vector consists of state variables (as it is often the
case in (bio)processes), we can define a state partition with the measured variables
(y = x1) and the unmeasured variables,

% — f1(x, U, 0) (7.199)
% = f2(x, U, 0) (7.200)

The observer design remains basically the same, but now we chioaszgh that
X2 — X2 is equal to zero in steady state, i.e.:

0 : (X2(0) — %2(0))ss =0 (7.201)

Let us illustrate this idea on the simple microbial growth example (Section 7.3.4).
The objective is to select one of the kinetic parameters used in the observer such
that the estimation error is equal to zero in steady state. Let us first consider that
the badly known parameter is the saturation condtanfthis means that we use

Ks and umax in the observer equations). Then the dynamics of the observation
errors is here equal to:

g es | —D—Y—1155X—k1 —Yil(ié €s
dtex | a—ko aS—D || ex
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1
~Lsx
i 7.202
+[ N ]ea (7.202)
with: 1 1
- Mmax
0= ——, € = Umaxl - — =1 7.203
Ks+ S TKs+S Ks+56 (7.203)

es andeyx are the estimation errors dhand X. As a matter of illustration, if we
consider the ELO, the gailks andk, would be chosen from equations (7.72)(7.73).
Let us setles/dt, dex/dt to zero. Therey in steady statey, is given by the fol-
lowing expression:

3 (k2 + k1 + D)SXg
(D—&éxD+ky+%&X%+%&§&X—kg

(7.204)

We note that the steady state eregrwill be equal to zero iinlkz +ki+D=0.
This gives the following expression fés from (7.72) (7.73):

. . DS
Ks= -8+ Hmax
—(A1+22)D + A2z

By using a similar approach, jimax is assumed to be badly known instead of
Ks, the value ofiimay in the observer that guarantees zero steady state error for
the estimation ok is given by the following relationship:

(7.205)

D2 — (A1 + A2)D + A1A2)(Ks+ S
ﬁmax=( A+ 2)D§- 122)(Ks+ S) (7.206)

Figures 7.10 and 7.11 illustrate the behaviour of the ELO Wighgiven by equa-

tion (7.205) forr1 = A2 =-0.2. Figure 7.10 shows the convergence of the observer
whenX(0) = 0. Figure 7.11 illustrates the performance of the observer in presence
of a square wave of the influent concentrattgn (between 5 and 6 g/, variations

at time t = 40, 80, 120 and 160 h). The process is assumed to be initially in steady
state K(0) = 2.054 g/I,S(0) = 0.893 g/l); the observer has been initialised with
the correct value fo, and a wrong value foK (= 1 g/l). Note that, as expected,

the estimate ofX (dotted line) converges to the “true” simulated value. This is
obviously done at the price of a biased estimate of the measured vasidlitae

that in Figure 7.11 the estimate Sfrapidly converges to its biased value (around
0.68 g/l).

Our numerical experience with different kinetic models and estimation prob-
lems tell us that the gains of the observer have to be selected not too large in
order to avoid strange transient behaviour of the observer. So far we have not been
able to obtain satisfactorily (i.e. under realistic conditions) theoretical stability and
convergence for this approach.
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FiG. 7.10. Extended Luenberger observer wikhg computed from (7.205)(initial tran-
sient)(-: “true” simulated values; - -: estimates).

7.5.2 Adaptive State Observer

The second approach that we propose in order to handle (kinetic) parameter uncer-
tainty in the state observation of (bio)chemical processes is the design of adaptive
observers, i.e. observers that also estimate the badly known parameters (e.g. [58],
[14]). One of the original features of the present adaptive observers is to consider
a nominal (default) process model, i.e. a model with nominal values of the badly
known parameters.

For simplicity we consider here that the badly known parameters are such that
the process models are linear in these parameters. Then we can write the right hand
side of (7.198) as follows:

f(x,u,0) = f(x,u,0) +b(x, uyAd (7.207)

From the above equations and the observer equations (7.27), the adaptive observer
is readily obtained (by considering the badly known parameters (héyas un-
measured states with dynamics equal to zero):

dx

5= f(R,u,0) +b&R, WAG + Ky —9) (7.208)
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Fic. 7.11. Extended Luenberger observer withs computed from (7.205)(square wave
Sn)(-: “true” simulated values; - -: estimates).
ddite =T(y—9 (7.209)
Some important remarks are probably necessary at this point. Although the de-
sign of adaptive observers has been a very active research field in the 1980s (see
e.g. [150], [70], [183], [167], [14]), the theoretical analysis of adaptive observers
may become easily highly complex. Moreover our experience shows that their ap-
plication to processes is indeed so far quite disappointing because they are very
difficult to tune properly in practice. That's why we have limited our study here to
the following items:
1. to base the design on a model with nominal values of the badly known para-
meters;
2. to consider here only models linear in the badly known parameters;
3. to allow only one badly known parameter per measured variable;
4. to consider what is called in the adaptive control nomenclature as the “aver-
aging” (see e.g. [165]) as a key tuning rule for the adaptive observer.
Item 1 is important to increase the flexibility on the observer dynamics. Item 2 is
only an a priori choice that simplifies the approach. Item 3 is probably the most
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FIG. 7.12. Adaptive observer (initial transient).

essential assumption in order to have some guarantee for the successful implemen-
tation of the observer, and is rather easy to understand from a practical viewpoint:
how can one expect to handle properly uncertainty on different kinetics and distin-
guish between them if there is not a sufficient amount of information about them,
in particular one independent information per independent unknown. Finally, item

4 is also a key issue in the implementation of the adaptive observer: one important
underlying idea of averaging is that the dynamics of the parameter adaptation has
to be slower than the dynamics of the rest of the observer.

In the rest of the section we shall consider the same example as before (simple
microbial growth, Section 7.3.4) on which we shall perform the theoretical analysis
of the adaptive observer and illustrate its performance in numerical simulation.

Assume thatimax is the badly known parameter with:

Mmax = Amax + Almax (7.210)

wherejimax is @ nominal value oftmax. Then equation (7.207) specialises as fol-
lows:

ds 1 SX 1 SX
= —— +D -DS— ————A 7.211
dt Yl/imaxKS_‘_ S+ Sn Y:Ks+5S tmax ( )
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FIG. 7.13. Adaptive observer (square wa%g, ).
dX SX X
— = lmax——— — DX+ ——A 7.212
dt MmaxKS+ S Ks+ S Mmax ( )

At this point we consider an asymptotic observer for estimating the value of
X that appears in the regressor (i.e. the multiplicative term) pf,ax. Its intro-
duction is fully motivated by the theoretical analysis that will be performed below.
The asymptotic observer is based on the state transformatien:S + %X. Its
dynamical equations are readily derived from the model equations (7.43),(7.44):

Z_i = -D¢ +DSn (7.213)
Xe=Y1(¢ = S (7.214)

where Xe denotes the estimate of given by the asymptotic observer (we use a
different notation in order to avoid the confusion with the estimat¥ ¢K) given
by the adaptive observer). The adaptive observer is then equal to:

ds 1 SX 1 SX ——

== = imax——— +DSp —DS— — 2%

dt Yl/imaxKS_‘_ S+ Sn Y:Ks+5S Mmax
+K1(S=9 (7.215)
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dX SX N SXe — .
2 = fmax———— - DX A —Ka(S—9) (7.216
dt MmaxKS+ S + Kst S Hmax 2( ) ( )
Aftma .
dAtmax = —y(s-9 (7.217)

The analysis of the theoretical stability and convergence properties of the adap-
tive observer is based on the estimation error dynamics. If we define:

A

es=S— S, ex = X=X, &, = Alimax — A/M-r;x (7.218)

these are written as follows:

de
op = Aet Bexe (7.219)
with:
Ky —LAmaxS 1 SX
1 YJKSSJrs SY Ks+S
I
A=| K2 Kis ras— D
y 0 0
_ 1 ApmaxS
€s Y1 Ks£S
e=|ex |, B=| fmas | exe=X-—Xe
€ 0

From the theory of the asymptotic observers, we know ékatwill tend asymp-
totically to zero,t limexe = 0. We also know (see e.g. [14]) that the matBixs
—00

bounded. Similarly, ifK1, Ko andy are bounded, theA is bounded. Therefore
the error dynamics are that of a time-varying system with an ingu, going
asymptotically to zero. If the state matrixis asymptotically stable, we can use

a classical stability result (e.g. [284], p.55) to state that the estimation errors will
tend asymptotically to zero. Let us check now tAas a stable matrix. Its charac-
teristic polynomial def(l — A) is equal to:

T S MmaxS
A3 42Ky 4+ D — KMy 5 (Ky(D —
+ 15Ky + KS+S)+ (Kq( KS+S)
1imaS 1 S 1 s
+K_l/«max Xe )+ D Xe

2YKs+S y?Ks-i—S y? Ks+ S

It is then routine to check thak is asymptotically stable via a proper choice
of the gainsKj, Ko, andy, e.g. if we assign the dynamics of the observer with
the three eigenvaluek;, A2, A3. Figure 7.12 illustrates the performance of the
observer under the same initial and operating conditions as in Figure 7.10, but with
a 10% error onumax. The gains have been chosen primarily to assign the dynamics
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FIG. 7.14. Adaptive observer (10% error dfg).

with 11 = 22 = A3 = 5 b1, theny has been reduced by a factor 20 to follow the
averaging recommendations (the factor is somewhat arbitrary (10 would also have
been good too for instance), it just gives a rough idea of a typical valug )for
Figure 7.13 illustrates the performance of the adaptive observer in the presence of
a square wave influent substrate concentration.

Note that the adaptive observer (which assumes the knowledge of the kinetics
model) is able to converge faster than the asymptotic observer (which ignores the
kinetics model).

Itis also worth noting that the adaptive observer (7.215)(7.216)(7.217) is capa-
ble of handling nonlinear uncertainties like thosekog as it illustrated in Figure
7.14, which presents a numerical simulation performed under the same conditions
as in Figure 7.12, but with a 10% error &%. The adaptive observer compensates
the error onK s by a bias on the estimate gf,ax.

7.5.3 Generalisation

The generalisation of both proposed observers is based on the General Dynamical
Model:

%:—D$+Y,0+F—Q (7.220)
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If we consider that the measured outputare process components, then the part
of the General Dynamical Model associated/tis written as follows:

dy

dt
whereYy, Fy and Qy gather the rows o, F and Q related toy. The key as-
sumptions at this point are to consider that the number of measured components
is (at least) equal to the number of uncertain kinetics, and that the measured com-
ponents are independent (this basically requires that the subrdgissxull rank).
The generalisation consists then of introducing the following state transformation
(see also [191]):

=Yty (7.222)

This transformation decouples all the kinetic terms and associates each of them to
only one variablel. Indeed equation (7.221) can be rewritten as follows:

dw

dt
It is then straightforward to extend the design of both observers introduced in the
above sections to each decoupled systém £;).

=-DV+p+ Y, (Fy— Q) (7.223)

7.6 On-line Parameter Estimation

So far we have considered the estimation of state variables, i.e. state observation. In
this section, we address the problem of estimating the reaction rates from on-line
knowledge of the state variables (knowledge available either from measurements
or from state estimation). It has been decided to restrict the section to the develop-
ment, analysis and implementation of estimators of kinetic parameters. Our mo-
tivation for doing so comes basically from our experience that shows the kinetic
parameters are in practice difficult to evaluate precisely via kinetic models and
are often the primary and key source of uncertainty of bioprocess models (these
difficulties has also motivated the writing of the preceding chapters, particularly
Chapter 5 dedicated to experiment design for parameter estimation). It is also im-
portant to note that the approaches presented here do not exclusively apply to the
estimation of kinetic parameters, but can also be used for the estimation of any
other process parameters, like yield coefficients or transfer coefficients. Examples
of estimation of such parameters can be found e.g. [14].

Two approaches will be considered: the observer-based estimator and the re-
cursive least squares estimator.

7.6.1 The Observer-Based Estimator

The underlying idea of the observer-based estimator is (as its name suggests) to
consider the classical observer structure already introduced in Section 7.3. Yet here
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we go a step further by assimilating the unknown parameter as unknown states for
which the dynamics are equal to zero. This means that if we consider that the
dynamics of the process are given by the following equations:

dx
g0 = w0 (7.224)

we assume that the unknown parametehsave the following “dynamics”:

do
~Z =0 7.225
at ( )
and we consider both equations (7.224)(7.225) for the design of the observer-based
estimator.

Let us now proceed further in the design of the estimator. Let us first consider
the General Dynamical Model:

d&

5 =Yp()— D - Q+F (7.226)

We assume that:

a) the matrixy of yield coefficients is known,

b) the dilution rateD, the feed rate$ and the gaseous outflow rat€sare
measured on-line,

c) the vector of state variabléss known either by measurement or by estima-
tion using an asymptotic observer (as described in Section 7.4).

We further assume that the vecio) of reaction rates is partially unknown and

written as follows:
p(E) = [Hf()g)@ )} (7.227)

whereH (&) is a diagonal matrix of known functions of the state agg) a vector
of unknown functions of with dimr (¢) = n,.
The known reaction rates are given by vedi¢§) with dimh(&) = M —n,.
Using equation (7.227), the general dynamical model is rewritten as:

d
d_‘i — YUHE)r () + Yeh() — D& — Q + F (7.228)
whereY, and Yk are matrices of yield coefficients associated with the unknown
and known reaction rates respectively.
The observer-based estimator is written as follows:
dé A .
Fri YuHEF +Ych(E) —DE—-Q+F —QE —§) (7.229)
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dr R
G =HETTE - (7.230)

As in the classical observer, the update of the parameter vieciadriven by the
deviation term § — £) which reflects the mismatch betweandr .

The matrices2 andI” are tuning parameters for adjusting the rate of conver-
gence of the algorithm [14]. A common choice is:

Q =diag(—wi), I =diag(—yj), wi,yj >0 (7.231)

With this choice, the stability of the estimator is satisfied.
The tuning procedure may be simplified if the state equations are first de-
coupled using the transformation (7.222) already considered in Section 7.5.3 [191]:

v =Yl (7.232)
The dynamical equations of the new variableare readily obtained from (7.228):
dw
dt

Note that each entry; of W is a linear combination of the entrigsof &. Applying
the estimation algorithm to the transformed state equations yields:

= HErE) + Y7heE) - DY + Y7 HF - Q) (7.233)

Z_\f =Hf +Y;%h - DU + Y, X(F - Q —Q —¥) (7.234)
df .
g = Hrw -9 (7.235)

Recall thatH is a diagonal matrix. Let us gather each variabjewith its related

parameter; and rearrange the entries of the vectt {17 in the following order
in a vectore:

9, ]

r

v

{=1rz (7.236)

Yp
L "p |

Basic tuning rule. Let us first define the estimation error:
e=¢—¢ (7.237)

The estimation error dynamics are readily derived from equations (7.233) (7.234)
and (7.235):
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d
d_f:" — Ae+b (7.238)
with a block diagonal matriA with 2 x 2 blocks:
A=diag(A}, A = [“;‘ hi(()‘f)}, i =1top (7.239)
v
andb equal to:
- 0 7
dry
dt
0
b=| 92 (7.240)
0
drp
L dt -
The characteristic equation of the matAxdet.| — A), is equal to:
p
detal — A) = [J2+ wir + yihi§) (7.241)
i=1

The key idea of the tuning rule consists of choosing eadhversely proportional
to the corresponding terim (§):

n .71 >0 i=1top (7.242)

_n
hi (¢)

With the choice above, the characteristic equation (7.241) is rewritten as follows:

p
detal — A) = [[02+ wir+ ) (7.243)

i=1

and the observer-based estimator dynamics are now independent of the state vari-
ables. Such a choice corresponds to a Lyapunov transformation (see [192]). It is
obviously valid for values oh; (&) # 0: this condition is usually met easily in
(bio)process applications, as it will be illustrated in the following section.

The values of the design parameters can then be set to arbitrarily fix the es-
timator's dynamics for each unknown parameterSince the estimator reduces,
via the transformations, to a set of independent second-order linear systems, the
classical rules for assigning the dynamics of second-order linear systems apply
straightforwardly here. The reader is therefore referred to the classical automatic
control textbooks for further information on the subject. However the following
basic guidelines are suggested.
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One important guideline is to choose real poles:
w?— 47 >0 (7.244)

The objective of this is to avoid oscillations in the estimation of the parameters that
do not correspond to any physical phenomenon related to the estimated reaction
rates.

Pomerleau and Perrier ([198]) suggest choosing double poles, i.e.:

w?

- |
Vo= 2 (7.245)

The tuning of the estimation algorithm reduces to the choice of one design
parametery;, per estimated parameter. This allows having a design procedure that
has the double advantage of being simple (one design parameter) and flexible (each
parameter estimation can be tuned differently if needed, e.qg. if the time variations
of the parameters are different).

As an alternative, Oliveirat al. ([186]) propose to choose complex poles with
a damping factor equal to 0.7 in order to increase the speed of convergence of
the estimator with a reduced overshoot. (Generally speaking, the damping factor
can be freely chosen; the choice may then depend on the type and nature of the
application, of the time variations of the parameter to be estimated, and of the
noise on the measured data. This means that then there are, in this approach, two
design parameters per estimated parameter).

So far, we have suggested that it is possible to assign arbitrarily the dynam-
ics of the estimator. However in presence of noisy data, it appears that indeed
a compromise has to be made between a fast estimator convergence and a good
noise rejection. A detailed and somewhat involved study is performed in Bastin
and Dochain [14] (pp. 162-72) to analyse the performance of the observer-based
estimator both in theory and in numerical simulation in the presence of bounded
noisy data in the particular case of the estimation of the specific growth rate of
a simple microbial growth process. The theoretical optimisation analysis is based
on the evaluation of the asymptotic properties of the estimator and results in the
following optimal value forw;:

M
w1.0pt = 2 — , O<a<1 (7.246)
a (M5 + Y1SnaxM2)

whereM; andM are the upper bounds on the time derivativee@nd on the mea-
surement noise, respectively, aBgax the maximum value of the influent substrate
concentratior§y.

This result is probably rather conservative because it is based on upper bounds
for the measurement noise, the time variatiopwaind the influent substrate con-
centration, but it is qualitatively confirmed by numerical simulation studies which
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FiG. 7.15. Experimental set-up of the denitrification process.

also give a value of the design parameters that minimises the estimation error. Be-
cause it is conservative, the theoretical optimum has to be interpreted with care,
but since it is qualitatively correct, our suggestion (also based on our practical ex-
perience), in presence of noisy measurements, is to perform numerical simulations
with a plausible reaction rate model and noise in order to get a first initial guess
for the design parameter values. These can then be adjusted when applied to the
real process.

Application to a denitrification process.Let us consider the application to the
observer-based estimator to a denitrification process. The process considered here
is a pilot-scale denitrifying biofilter [34], [36]. The denitrification process under
study is a submerged granular fixed bed biofilter (see Figure 7.15); it is packed
with pouzzolane, a very porous volcanic material which retains a big amount of
microorganisms even after back-washing. Thus the initial biomass concentration
is often very close to the maximum active biomass concentration. The substrates
to be removed can move freely along the reactor. The inside temperature is kept
almost constant via a double insulation jacket. An ethanol solution is mixed with
the feeding nitrate in a tank at the inlet of the reactor. Eight measurement points
are distributed at every thirty centimeters along the column for the measurement
of nitrate and nitrite concentrations.

The denitrification process is defined as being the reduction of nitrates (elec-
tron acceptorN O;" into gaseous nitrogeN, by using organic carbon (electron
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donor) with the production of intermediate compounds, namely nitht€s . In
the denitrification, two sequential biological reactions are considered in the model,
denitratation (1) and denitritation (2):

No3~ 2 Nozm & N,

If we assume that the liquid and solid mediums are in completely mixed con-
ditions and that the biomass is fixed, the dynamics of the process are given by the
following equations:

d 1
MZ—DSNOSJFDSNO3in — — X (7.247)
dt ’ Y]_
d 1
No, _ —DSno, + Yaur X — ——uaX (7.248)
dt Yo
d 1 1
= DS -DSin— X — —puaX 7.249
5 < in v, vl ( )
d X
at - (n1+ p2 —Kg) X (7.250)

where & is the (external) source of carbon (ethanol) for both biochemical reac-
tions, andkq is the biomass death coefficient.

As a matter of illustration of the flexibility of the algorithm, let us consider that
we consider the following rewriting of the specific growth ratasand u.»:

n1=riSnos. M2 =r2&o0, (7.251)

which simply expresses an explicit dependence between the specific growth rates
and one of their limiting substrates. Then:

N _ SNQ3X 0
r_[rz}, H_[ 5 SNOZX} (7.252)

In the present experiments, the concentrations of niBgtg, and nitriteSy o, are
accessible for on-line measurement. The auxiliary variafflese obtained from
the inverse of the yield coefficient matrikassociated to these two variables:

1
=0
y=| M (7.253)
Ya ——
3 Y

The auxiliary variables are then defined as follows:
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U1 =—Y1Svos Y2 =—-Y2Sv0, — Y1Y2Y3Svo, (7.254)
The observer-based estimator is written as follows:
dw . .
d_tl = —DW1 — DY1Sn0y;, + 1SN0 X +w1(W1 — ¥1)  (7.255)
dry a)f A
— = Y — ¥ 7.256
T 4SN03x( 1— V) ( )
d\flz N
T —DW2 — DY2(Y1Y3Sv 03, + SNOyin) +2SN0, X
+wp(W2 — W) (7.257)
dfy a)g A
—_— = —_ (V- 7.258
at 4SN02X( 2— Wy ( )

Figure 7.16 shows the estimation results paindr, based on real-life data. The
(known) parameters of the model are equal to:

Y; = 1.05 Y, =0.67, Y3 =105 Ys=0.33 Ys=0.22 kg=0.01h"1

The flow rate was equal to 32.5 I/h. The influent concentrations are given in Figure
7.16. The observer-based estimator was initialised as follows:
w1 =05h71, wp, =0.5h71, WUy(0) = W(0), Ua(0) = W»(0) (7.259)
f1(0) = 0.0001m3/g/ h, f2(0) = 0.0002m3/g/h (7.260)
Validation of the estimation has been performed on data of ett&nby compar-
ing real-life data with values computed on the basis of the estimated valugs of
andr, and the mass balance equatiorsef i.e.:
d
dt
The values are given in Figure 7.16 (bottom right).

. 1., 1,
=-D& -D&in — o MSvo, X — 2SS, X (7.261)
Ya Ys

7.6.2 The Recursive Least Squares Estimator

Since the model is linear in the unknown parameters, an alternative estimation
algorithm may be the least squares algorithm in recursive form, or the recursive
least squares (RLS) scheme. We have presented in Chapter 6 the non recursive
version of the least squares estimation algorithm.

Let us consider the following discrete-time equation linear in the (unknown)
parametes:

Yo = o 6t (7.262)
wheret is the time index. The RLS scheme with forgetting fagtdnased on the
above equation (7.262) is indeed written as follows (see e.g. [151] for a detailed
approach to derive the recursive form from the batch (“off-line”) version):
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FIG. 7.16. Observer-based estimator for a denitrifying biofilter

bii1 = 6 + G (i — B O (7.263)
6 =21 —o +alaas0 01| g0>00<y<1
(7.264)

where | is the identity matrix, andy is the gain of the estimator. The role of
the forgetting factor is to follow possible time variations of the unknown para-
meterd by giving a weight to recent data that is higher than that given to old data.
y =1 means that an equal weight is given to all data, and there is then no forgetting
effect. The forgetting factor is typically (but not necessarily) chosen between 0.9
and 0.99 in practical applications.

Let us see how to apply the RLS scheme to the estimation of kinetic parameters
on the basis of the General Dynamical Model. If we consider an Euler approxima-
tion for the time derivative:

dé &1 -

= 7.265
dt At ( )
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with At the sampling period, the version used for the observer-based estimator
(7.228) is written in discrete-time as follows:

1 = & + At(YuH Gor (60 + Ykh(ér) — Diét — Qi + Fo) (7.266)
The RLS scheme can be immediately applied by considering that:

Vo = &1 — & — At(Ykh(&) — Di&e — Qe + Fr) (7.267)
o = ALY H (&), 6 =r (&) (7.268)

The selection of the initial gaigp is typically an important choice for starting
correctly the RLS estimator. Obviously it must be positive definite. Usually the
literature suggests starting with a diagonal matrix with large values. However in
practice too large values may result in very large transients in the starting phase.
Our recommendation for RLS estimation with forgetting factor is to select initial
values for entries of the gain matrix that have the same order of magnitude as those
reached in steady state.

This can be easily done when estimating only one parameter. Indeed the gain
matrix g; (as well the regressat) reduces to a scalar and is written as follows:

9 Ot—1

t = =2
Y+ G-10f

In steady stateg: = gi—1, and therefore we can draw the following expression for

O

(7.269)

1-—
¢2V (7.270)
t
. I 1-
Therefore our recommendation is then to select the initial vgduose to ¢2y .

0
Application to an anaerobic digestion procesd.et us consider the anaerobic di-

gestion process already introduced in Section 7.4 and Figures 7.5 and 7.6.

Here again, methan® and volatile fatty acid& are available measurements.
Let us use them to estimate the specific growth rateandu., of the acidogenesis
and of the methanisation, respectively.

In discrete-time, and by considering the low solubility assumption on methane,
the mass balance equations for methane and volatile fatty acids are written as fol-
lows:

o=

Q2t = Yeuot Xzt (7.271)
1
Str1= St — AtDi S + Y—ZultAtxlt — Yapor At Xot (7.272)

Becauseuy appears in both equations while appears only in the second,
we have here designed the estimators in cascade. At each time step, we proceed as
follows:

1. estimation ofu» on the basis of equation (7.271);
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FIG. 7.17. On-line estimation of the specific growth rates in an anaerobic digestion process
with a recursive least squares algorithm.

2. estimation ofuy on the basis of equation (7.272) and with the estimate of
w2 given at step 1

The estimation results are given in Figure 7.17. The values of the biomass
concentration$1 and X, are provided by the asymptotic observer of Section 7.4.
The RLS estimators have been initialised as follows:

estimation ofus : Yt = Q2t, ¢t = YeX2t, ¥y = 0.9, go = 0.01 (7.273)
estimation ofuy : yt = St41 — St + AtDi Sy + Yz At Xy (7.274)

1
¢r = - AtXy, y =09, go=0.01 (7.275)
2

The estimateg 1 and/ip have been validated by considering, as in Section 7.4
and Figure 7.6, the off-line data of total and soluble COD to calculate the biomass
concentration. These have been compared to values computed on the basis of the
estimates oft; andu, with the mass balance equation ¢ + X»:

d(X1 + X2) . .
=R DG Xo) + X + ji2Xe (7.276)
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7.7 Conclusions

This chapter has been dedicated to the design of software sensors to estimate con-
centrations (state observers) and kinetic parameters (parameter estimation). We
have started the chapter with theoretical notions of state observability, which ap-
peared to be important to evaluate the possibility to apply and design state ob-
servers. The state observers have been presented in three sections: classical ob-
servers, asymptotic observers, and “intermediate” observers. The last section has
been concerned with the design of recursive parameter estimation algorithms. Two
approaches have been presented: the observer-based estimator, and the recursive
least squares estimator. All the approaches proposed in the present chapter have
been mathematically analysed. Their performances have been illustrated via nu-
merical simulations and/or real-life results. And we have proposed several guide-
lines to help the user to implement them.

At this point, we would also like to draw attention to the following conclusions
concerning the application of the software sensors introduced here.

1. As it has been already explained, the parameter estimation section has been
restricted to the estimation of kinetic parameters. Our motivation for doing
so comes basically from our experience that shows that kinetic parameters
are in practice difficult to evaluate precisely via kinetic models and are of-
ten the primary and key source of uncertainty of bioprocess models (these
difficulties have also motivated the writing of the preceding chapters, partic-
ularly Chapter 5 dedicated to experiment design for parameter estimation).
It is also important to note that the approaches presented here do not exclu-
sively apply to the estimation of kinetic parameters, but can also be used
for the estimation of any other process parameters, like yield coefficients
or transfer coefficients. Examples of estimations of such parameters can be
found e.g. [14].

2. Today the estimation of states and parameters in nonlinear systems remains
generally speaking an open question. This explains why it is an active re-
search area. In the present chapter, we have followed a line in which we
have privileged three approaches (classical observers, asymptotic observers,
and “intermediate” observers). The reason for doing so is twofold. First,
this sequence had the pedagogical advantage to present approaches that are
dedicated to solve three types of problems (state observation with known
model parameters, with unknown model structure, and with badly known
parameters, respectively). Secondly, the proposed approaches present a high
degree of reliability due to our experience in implementing them (as illus-
trated in the numerical and real-life examples). But this choice does not
mean that we consider that other approaches must be rejected or are gen-
erally speaking worse than those presented here. We even have the feeling
that we are giving here an instantaneous photograph of the estimation of
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state and parameter estimation in WWTP, and that the situation may change
rapidly with possibly new emerging approaches.

. Yet, our experience shows that today the asymptotic observer represents the
best state observers that can be applied to bioprocesses in general and to
WWTP in particular. This argument is largely based to the large number of
applications that we have seen over the last 20 years. The deciding factor in
favour of the asymptotic observers is the following. The asymptotic observer
isindeed a reliable (because of its theoretical stability and convergence prop-
erties) replica of the reaction scheme and of the hydraulics that have been
chosen by the user to represent the dynamics of the process. Therefore, if
for any reason the asymptotic observer does not work well, the diagnosis is
usually easy: it is either due to a bad selection of the reaction scheme or of
the hydrodynamics, or to wrong values of the yield coefficients, or finally to
on-line measurements that may appear to be unreliable.



APPENDIX A
Glossary

A.1 Model Constituents

constant: model constituent, whose value is constant throughout all possible ap-
plications of the model.

forcing function: function used as model input.

input/output model: model that describes system behavior as being a function of
only present input and past inputs and outputs.

model: abstraction of reality.

model structure: the relations between inputs, outputs and eventually states for-
mulated as equations.

observation equation: equation in state-space model, that relates the state vari-
ables to the outputs (sometimes also denoted as output equation).

parameter: model constituent, whose value needs to be determined for each spe-
cific application of the model.

state: present situation of the system as described by the model.

state variable: model constituent in state-space models, acting as mediator be-
tween inputs and outputs and used for a descriptive representation of the
system.

state-space model:model that includes a descriptive representation of the system
by means of an additional set of state variables.

(© 2001 IWA Publishing. Dynamical Modelling and Estimation in Wastewater Treatment Processes
by Denis Dochain and Peter Vanrolleghem. ISBN: 1 900222 50 7
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state-transition equation: function that relates the future state of the system to
the present state and inputs.

transfer function: same as input/output function.

variables: inputs, outputs and eventually state variables in model equations.

A.2 Model Attributes

adaptive: model that interacts with the real system and changes the values of its
inputs or state variables depending on past output values.

aggregated: model that contains state variables that represent functional classes
of different constituents (e.g. organisms) or that simplifies the spatial con-
figuration of a system by lumping it together (cf. segregated).

black-box: model that describes the observed behaviour of the corresponding
subsystem without being based on the mechanisms of this subsystem (cf.
white-box).

complex: a relative attribute that values whether the model contains more state
variables, parameters, forcing functions, etc. or an attribute that qualifies
that (irrespective of the number of variables) there exists chaotic solutions
of the model equations (cf. simple).

continuous space:the model resolves the spatial domain of the system continu-
ously (cf. discrete space).

continuous time: the model resolves the time axis continuously; the time evolu-
tion is usually described by differential equations (cf. discrete time).

conceptual: a model that contains a description of the ideas/hypothesis on system
behaviour without giving a mathematical formulation.

deterministic: the time evolution of the model solution is uniquely determined
by the initial state (for state-space models) and the time evolution of inputs
(cf. stochastic).

discrete space:the model approximates the spatial domain of the system by a
number of mixed compartments (cf. continuous space).

discrete time: the model divides the time axis into periods of finite length and the
output or the state of the model in the next period is given as an algebraic
equation depending on the old inputs or states (cf. continuous time).

distributed parameter: model with more than one independent variable, i.e. model
behaviour is governed by partial differential equation in time and space.

dynamic: the model describes the time evolution of a system; a solution of the
model may anyway be in steady-state (cf. static, steady-state).

empirical: the model equations are not based on generally accepted laws but are
just of a descriptive nature (cf. phenomenological, mechanistic).

grey-box: the model consists of submodels that partly are based on mechanistic,
partly on phenomenological descriptions (cf. black-box, white-box).
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heuristic: model not based on rigorous development but on rules of thumb, feel-
ing, qualitative reasoning.

linear: model equations are linear in input variables (for input-output models) or
in state variables (for state-space models).

lumped: equal to aggregated.

mechanistic: model with the goal of describing the mechanisms that lead to the
observed behaviour (cf. phenomenological).

nonlinear;: model equations are nonlinear in input variables (for input-output mod-
els) or in input and state variables (for state-space models).

phenomenological: describing the observed phenomena without representing the
mechanisms governing the behaviour (cf. mechanistic).

physical: model that is based on a description with physical, chemical or biolog-
ical laws; sometimes also used for small scale reproductions of a system
made in physical materials.

reduced order: model of reduced complexity obtained by direct deduction (e.g.
by aggregation/lumping) from a more complex basic model.

reductionist: hierarchical description of a system by resolving it in subsystems
that again are resolved in sub-subsystems until a description level is reached
at which a satisfying description is possible without empirical assumptions
(in the ideal case down to a description that is based on natural laws).

segregated: model that separates variables in more functional classes (cf. aggre-
gated).

semi-physical: equal to grey-box .

simple: relative attribute that describes that the model equations contain only few

state variables, parameters, forcing functions, etc. and the solutions show
simple behaviour (periodic or quasi-periodic; cf. complex).

static: the model only describes the steady-state solution of a system (cf. dy-
namic).

steady state: the model only describes the steady-state solution of a system (cf.
dynamic).

stochastic: the time evolution of the model contains random elements (cf. deter-
ministic).

time-invariant: the way the model processes input to output does not change with
time.

transparent: equal to white-box.

white-box: model that describes a system by one or several submodels (white-
boxes) that describe the observed behaviour of the corresponding subsystem
by describing the relevant mechanisms of this subsystem (cf. black-box).
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A.3 Terms of Model Building

calibration: the same as parameter estimation but not necessarily by using statis-
tical methods.

corroboration: the same as validation; the term introduced by Popper [200] makes
it clearer that the correctness of the model cannot be proved and that each
successful test only increases the belief that the model is correct (cf. confir-
mation, falsification, validation, verification).

confirmation: the same as validation; the term makes it clearer that the correct-
ness of the model cannot be proved and that each successful test only in
creases the belief that the model is correct (cf. corroboration, falsification,
validation, verification).

falsification: demonstrating the invalidity of a model by showing that the model
results deviate significantly from the measurements confirmation, corrobo-
ration, validation and verification are fail trials of falsification (cf. confirma-
tion, corroboration, validation, verification).

frame definition: selection of which components of a system are to be described
and specification of classes of models to be included in the model structure
selection process and specification of the experimental conditions for use of
the model (experimental frame).

identifiability analysis (structural, practical): evaluation of the uniqueness of
the estimates of model parameters from measured data. Structural (theo-
retical, a priori) identifiability analysis assesses the uniqueness of parameter
estimates from ideal data for a given experimental frame, practical (a pos-
teriori) identifiability analysis assesses the accuracy with which parameters
can be estimated with a given data set. In the latter case identifiability is not
an objective property, but it depends on the required accuracy.

model building: the process of finding an adequate model of a system by (itera-
tively) processing the following model building steps: Problem formulation,
prior knowledge collection, system identification and model testing (see Fig-
ure 1.1).

model reduction: simplification of an existing model in order to improve its iden-
tifiability without loosing the description of the most important phenomena.

model (structure) selection: selecting out of a given set of model structures the
structure that makes an optimal (as simple as possible but as complicated as
required for the intended purpose) description of measured data possible.

optimal experimental design: using a (preliminary) model of a system in order
to plan an experiment that maximises the possible gain in information.

parameter estimation (batch, recursive): process of finding parameter values
that lead to an optimal agreement of model results with measured data by
using statistical methods. Time series of data can be used as a whole (batch
estimation) or data points from within a moving data window can be used. In
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the latter case the parameters become time-dependent and the algorithm can
be implemented to modify the previous estimate by considering the omitted
and the new data points (recursive estimation).

regression (linear, nonlinear): the same as parameter estimation, however usu-
ally used for the special case of algebraically given linear or nonlinear model
equations and using the (weighted) least squares technique goodness-of-fit
criterion.

simulation (interactive, real-time, Monte Carlo): calculating the solution of a
model for given values of the parameters, inputs and intial values (usually
numerically). Interactive simulations are processed on a computer which al-
lows the user to interact with the program (stop, change parameter values,
etc.). Monte Carlo simulation is a method to propagate probability distri-
butions of parameters, inputs and initial values to probability distributions
of model results by performing a lot of simulations with parameter values
sampled randomly from the probability distribution of the parameters, inputs
and initial values.

system identification: finding a model to solve a given problem by (iteratively)
processing the following identification steps: Frame definition, model struc-
ture selection, parameter estimation, model diagnosis. (see Figure 1.1).

structure characterisation: the same as model (structure) selection.

uncertainty analysis: estimating the uncertainty of model predictions and
analysing the sources of uncertainty.

validation: test of a model with a data set not used for identification; note that
such tests only increase the belief in the correctness of the model, it is not
possible to prove that the model is correct (cf. confirmation, corroboration,
falsification, verification).

verification: the same as validation (cf. confirmation, corroboration, falsification,
validation).



APPENDIX B
Nomenclature

a;,i=1ton : Coefficients of the polynomial A(q)

a : Inhibition constant (logistic model)

a,b : Constants (weir flow rate model)

a,b,c : Constants(pH))

A : State matrix

A : Reactor cross-section

AL : Liquid phase cross-section

As : Solid phase cross-section

Ase : Settler cross-section

A(Q) : Polynomial in g (denominator of a transfer function)
b : Death coefficient

b, i=1tom : Coefficients of the polynomial B(q)

B : Input matrix

B(q) : Polynomial in g (numerator of a transfer function)
C : Component concentration

C : Joint experimental design criterion for SC and PE
G : Measurement error covariance matrix

D : Dilution rate

D : Discriminative power of an experiment

Dma : Axial mass dispersion (diffusion) coefficient

[/g]

[/h]

[9/1]

[/h]

frs]

(© 2001 IWA Publishing. Dynamical Modelling and Estimation in Wastewater Treatment Processes

by Denis Dochain and Peter Vanrolleghem. ISBN: 1 900222 50 7
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NOMENCLATURE

: Dissolved oxygen
: Observation or estimation error
: Parameter estimation accuracy of an experiment

: Weighting matrix
: Reliability of an inflection pointf

: Activation energy [J/mol]
: Expectation operator

: State function

: Hydraulic flow rate [I/h]
: Feed rate vector [g/l/n]
: Fisher Information Matrix

- Solid flux [g/m/h]

: Gravity constant [mA

: Output function

: Transfer function

: Height [m]

: Objective functional

- Minimal value of the objective functional

: Kinetic constant

: Rate constants [/h]
: Mass transfer coefficient [/h]
: Gain matrix (of an observer)

: Contois model constant

: Inhibition constant [a/1]
: Product inhibition constant g/l
. Affinity (or saturation, or Michaelis-Menten) constant o/l
: Length [m]

: Output matrix

: Lie derivative along the vector field

: Maintenance coefficient [/h]
: Expansion index

- Number of data in moving window regression

: Number of weirs

: Number of measured data

: Observability matrix

: Oxygen uptake rate [M@p/1.min]

: Oxygen transfer rate [M@y/1.min]

: Number of parameters of model

: Liquid phase pressure [NAh

: Solid phase pressure [Nfin
: Product concentration [a/]
: Gaseous outflow rate (vector) [g/l/h]
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: Covariance with lag

: ldeal gas constant [J/mol/K]
: Riccati matrix

: Laplace variable

: Residual mean square

: Substrate concentration [a/1]
: Oxygen concentration [o/1]
: Oxygen saturation concentration g/l
: Time [min]

: Sampling period [min]

: Temperature K]

: Time of pulse addition [min]

: Fluid superficial velocity [m/h]

. Input vector

: Fluid superficial velocity in absence of solid particles [m/h]
: Particles’ velocity [m/h]

: Terminal settling velocity of the particles [m/h]
: Parameter estimation covariance matrix

: Volume [P

: Weighing matrix (Kalman observer)

- Weight attributed to model discrimination
: Weight attributed to parameter estimation
: State vector

: Concentration of biomass g/l

: Concentration of dead/detached biomass g/l
. Yield coefficient (matrix)

: Measurement vector

: Model prediction vector for modél

: Space [m]

B.1 Greek Letters

(e

8

€

A
Amax
A
Amin
r
Mmax
"

: Reaction order

: Small parameter (singular perturbation)

: Void fraction

: Local state isomorphism (structural identifiability)

: Largest eigenvalue df (in absolute values)

: Eigenvalue

: Smallest eigenvalue d¥ (in absolute values)

: Gain matrix (observer-based estimator)

: Maximum specific growth rate [/h]
: Specific growth rate [/h]
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B.2 Indices

B, A
B, H
end
ex
in
min
max
ND
NH
NO
out
R

W

NOMENCLATURE

: Specific production rate [/h]

: Settling velocity [/h]

: Maximum settling velocity [/h]

: Non-growth associated specific production rate [/h]
: Reaction rate [/h]

: Liquid phase density [o/R)

: Solid phase density [o/fh

: Conversion rate [/h]

: State transformation (state obsever and observer-based estimator)
: Standard error of parameter

: Parameter

: Experimental conditions for experimeint

: Vector of the bioprocess component concentrations [a/1]

: Gain matrix (observer-based estimator)

: Autotrophic bacteria
: Heterotrophic bacteria
: Endogenous

: Exogenous

. Influent

: Minimum

: Maximum

: Organic nitrogen

: Ammonia nitrogen

: Nitrate nitrogen

: Effluent

: Recycle

: Waste

B.3 Abbreviations

AlC
BFGS
CSTR
det
DFP
DUD
GA
GIC

: Akaike’s Information Criterion

: Broyden, Fletcher, Goldfarb and Shanno
: Continuous stirred tank reactor

: Determinant (of a matrix)

: Davidson-Fletcher-Powell

: doesn’t use derivatives

: Genetic algorithm

: General Information Criterion



iidN
MAP
MCSM
ODE
OED/PE
OED/SC
OoLS
PDE
PDF
PE
PRBS
RSM

SC

SCE
SSR

tr

WLS
WWTP

ABBREVIATIONS 321

: independent and identically distributed normally

: Maximum a posteriori

: Monte Carlo set-membership

: Ordinary differential equation

: Optimal experimental design for parameter estimation
: Optimal experimental design for structure characterization
: Ordinary least squares

. Partial differential equation

: Probability density function

: Parameter estimation

: Pseudo random binary signal

- Response surface methodology

: Structure characterization

: Shuffled complex evolution

: Sum of squared residuals of modlel

: Trace (of a matrix)

: Weighted least squares

- Wastewater treatment process (or plant)
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Environmental quality is becoming an increasing concern in our society. In that
context, waste and wastewater treatment, and more specifically biological
wastewater treatment processes play an important role. Dynamical Modelling
and Estimation in Wastewater Treatment Processes concentrates on the
mathematical modelling of these processes. The main purpose is to
provide the increasing number of professionals who are using models to design,
optimise and control wastewater treatment processes with the necessary
background for their activities of model building, selection and calibration.

Dynamical Modelling and Estimation in Wastewater Treatment Processes deals
specifically with dynamic models because they allow us to describe the
behaviour of treatment plants under the highly dynamic conditions that we
want them to operate (for example Sequencing Batch Reactors) or we have to
operate them (for example storm conditions and spills). Further extension is
provided to reactor systems for which partial differential equation descriptions
are necessary to account for their distributed parameter nature (settlers and
fixed bed reactors for example).

The model building exercise is introduced as a step-wise activity that, in this
book, starts from mass balancing principles. In many cases, different hypotheses
and their corresponding models can be proposed for a particular process. It is . :

therefore essential to be able to select from these candidate models in an in 1), P‘-.I'-L i =
objective manner. To this end, structure characterisation methods are introduced. ] i X
Important sections of the book deal with the collection of high quality
data using optimal experimental design, parameter estimation techniques for
calibration and the on-line use of models in state and parameter estimators.

All material is illustrated with actual data collected by the authors.

Dynamical Modelling and Estimation in Wastewater Treatment Processes will
be an invaluable text for practitioners, researchers and students concerned
with the design, operation and control of biological wastewater treatment
processes and plants.

Professor Denis Dochain is Honorary Research Director at Université
Catholique de Louvain, Belgium. Professor Peter A. Vanrolleghem is Associate
Professor in Bioprocess Control at Ghent University, Belgium.
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